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Protein Analysis

Affinity Purification Control
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Perseus i

Data Organization: Move the txt folder to the Working Folder

Working txtProt
== A v
txtProt || accumulatedMsmsScans
p  Database Search Results |_| allPeptides
o MS Data || evidence
» | Settings Files |_| matchedFeatures

|| modificationSpecificPeptides
|| msms

|| Oxidation (M)Sites

|_| parameters

|| pasefMsmsScans

|_| peptides

.| proteinGroups

|| summary



Perseus i

Data Organization: Move the txt folder to the Working Folder

[ Working ] txtProt
PN AV
txtProt || accumulatedMsmsScans
p  Database Search Results |_| allPeptides
o MS Data || evidence
» | Settings Files |_| matchedFeatures

|| modificationSpecificPeptides
|| msms

|| Oxidation (M)Sites

|| parameters

|| pasefMsmsScans

|_| peptides

|| proteinGroups

|| summary



Perseus

Data Organization: Generate Sample Meta-Data File

summary
Raw file Experiment Sample Type
211111kw_Simeng_Cntr_1_S1-C1_1_6427 |Cntr_1_S1-C1_1_6427 S1B1T1
211111kw_Simeng_Cntr_1_S1-C2_1_6428 |Cntr_1_S1-C2_1_6428 S1B1T2
211111kw_Simeng_Cntr_ 2 S1-C3_1_6429 |Cntr_2_S1-C3_1_6429 S1B2T1
211111kw_Simeng_Cntr_ 2 S1-C4_1_6430 | Cntr_2_S1-C4_1_6430 S1B2T2
211111kw_Simeng_Cntr_3_S1-C5_1_6431 Cntr_3_S1-C5_1_6431 S1B3T1
211111kw_Simeng_Cntr_3_S1-C6_1_6432 | Cntr_3_S1-C6_1_6432 S1B3T2
211111kw_Simeng_Diff1_S1-A7_1_6409 Diff1_S1-A7_1_6409 S2 B1 T1
211111kw_Simeng_Diff1_S1-A8_1_6410 Diff1_S1-A8_1_6410 S2 B1 T2
211111kw_Simeng_Diff2_S1-A10_1_6412 Diff2_S1-A10_1_6412 S2 B2 T1
211111kw_Simeng_Diff2_S1-A9_1_6411 Diff2_S1-A9_1_6411 S2 B2 T2
211111kw_Simeng_Diff3_S1-A11_1_6413 Diff3_S1-A11_1_6413 S2 B3 T1
211111kw_Simeng_Diff3_S1-A12_1_6414 Diff3_S1-A12_1_6414 S2 B3 T2
211111kw_Simeng_DiffHyp1_S1-A1_1_6403 | DiffHyp1_S1-A1_1_6403 S3 B1 T1
211111kw_Simeng_DiffHyp1_S1-A2_1_6404 | DiffHyp1_S1-A2_1_6404 S3 B1T2
211111kw_Simeng_DiffHyp2_S1-A3_1_6405 | DiffHyp2_S1-A3_1_6405 S3 B2 T1
211111kw_Simeng_DiffHyp2 S1-A4_1_6406 | DiffHyp2_S1-A4_1_6406 S3 B2 T2
211111kw_Simeng_DiffHyp3_S1-A5_1_6407 | DiffHyp3_S1-A5_1_6407 S3 B3 T1
211111kw_Simeng_DiffHyp3_S1-A6_1_6408 | DiffHyp3_S1-A6_1_6408 S3 B3 T2

m-'l



Perseus

What is the Aim of the Analysis ?

Which proteins are over expressed / enriched in comparison to the
control in a statistically significant way “?

'n:'l



Perseus

What is the Aim of the Analysis ?

Which proteins are over expressed / enriched in comparison to the
control in a statistically significant way “?

vl

summary
Raw file Experiment Sample Type
211111kw_Simeng_Cntr_1_S1-C1_1_6427 |Cntr_1_S1-C1_1_6427 |S1B1T1
211111kw_Simeng_Cntr_1_S1-C2 1_6428 |Cntr_1_S1-C2_1_6428 | S1B1T2
211111kw_Simeng_Cntr 2 S1-C3_1_6429 |Cntr_2_S1-C3_1_6429 |S1B2T1
211111kw_Simeng_Cntr_2 S1-C4 1 _6430 |Cntr_2_S1-C4_1_6430 | S1B2T2
211111kw_Simeng_Cntr_3_S1-C5_1_6431 Cntr_3_S1-C5_1_6431 S1B3T1
211111kw_Simeng_Cntr_3_S1-C6_1_6432 |Cntr_3_S1-C6_1_6432 S1B3T2
211111kw_Simeng_Diff1_S1-A7_1_6409 Diff1_S1-A7_1_6409 S2B1T1
211111kw_Simeng_Diff1_S1-A8_1_6410 Diff1_S1-A8_1_6410 S2 B1 T2
211111kw_Simeng_Diff2_S1-A10_1_6412 Diff2_S1-A10_1_6412 S2B2T1
211111kw_Simeng_Diff2_S1-A9_1_6411 Diff2_S1-A9_1_6411 S2B2T2
211111kw_Simeng_Diff3_S1-A11_1_6413 Diff3_S1-A11_1_6413 S2B3T1
211111kw_Simeng_Diff3_S1-A12_1_6414 Diff3_S1-A12_1_6414 S2 B3 T2
211111kw_Simeng_DiffHyp1_S1-A1_1_6403 | DiffHyp1_S1-A1_1_6403 | S3 B1 T1
211111kw_Simeng_DiffHyp1_S1-A2_1_6404 | DiffHyp1_S1-A2_1_6404 S3 B1 T2
211111kw_Simeng_DiffHyp2_S1-A3_1_6405 | DiffHyp2_S1-A3_1_6405 | S3 B2 T1
211111kw_Simeng_DiffHyp2_S1-A4_1_6406 | DiffHyp2_S1-A4_1_6406 S3 B2 T2
211111kw_Simeng_DiffHyp3_S1-A5_1_6407 | DiffHyp3_S1-A5_1_6407 | S3 B3 T1
211111kw_Simeng_DiffHyp3_S1-A6_1_6408 | DiffHyp3_S1-A6_1_6408 S3 B3 T2



Perseus

What is the Aim of the Analysis ?

Which proteins are over expressed / enriched in comparison to the

control in a statistically significant way “?

summary

Raw file

Experiment

211111kw_Simeng_Cntr_1_S1-C1_1_6427
211111kw_Simeng_Cntr_1_S1-C2_1_6428
211111kw_Simeng_Cntr_2_S1-C3_1_6429
211111kw_Simeng_Cntr_2_S1-C4_1_6430
211111kw_Simeng_Cntr_3_S1-C5_1_6431
211111kw_Simeng_Cntr_3_S1-C6_1_6432
211111kw_Simeng_Diff1_S1-A7_1_6409
211111kw_Simeng_Diff1_S1-A8_1_6410
211111kw_Simeng_Diff2_S1-A10_1_6412
211111kw_Simeng_Diff2_S1-A9_1_6411
211111kw_Simeng_Diff3_S1-A11_1_6413
211111kw_Simeng_Diff3_S1-A12_1_6414
211111kw_Simeng_DiffHyp1_S1-A1_1_6403
211111kw_Simeng_DiffHyp1_S1-A2_1_6404
211111kw_Simeng_DiffHyp2_S1-A3_1_6405
211111kw_Simeng_DiffHyp2_S1-A4_1_6406
211111kw_Simeng_DiffHyp3_S1-A5_1_6407
211111kw_Simeng_DiffHyp3_S1-A6_1_6408

Cntr_1_S1-C1_1_6427
Cntr_1_S1-C2_1_6428
Cntr_2_S1-C3_1_6429
Cntr_2_S1-C4_1_6430
Cntr_3_S1-C5_1_6431
Cntr_3_S1-C6_1_6432
Diff1_S1-A7_1_6409
Diff1_S1-A8_1_6410
Diff2_S1-A10_1_6412
Diff2_S1-A9_1_6411
Diff3_S1-A11_1_6413
Diff3_S1-A12_1_6414
DiffHyp1_S1-A1_1_6403
DiffHyp1_S1-A2_1_6404
DiffHyp2_S1-A3_1_6405
DiffHyp2_S1-A4_1_6406
DiffHyp3_S1-A5_1_6407
DiffHyp3_S1-A6_1_6408

sampi T Comparison between two samples: t-Test

S1B1T1
S1B1T2
S1B2T1

e t-Test:

S1B3T1

s183T2 measurement repeats the same ?

S2B1T1

s the mean of two groups of

S2B1T2
S2B2T1
S2 B2 T2
S2 B3 T1
S2 B3 T2
S3B1T1
S3B1T2
S3B2T1
S3B2T2
S3B3T1
S3B3 T2



Perseus

What is the Aim of the Analysis ?

Which proteins are over expressed / enriched in comparison to the

control in a statistically significant way “?

summary

Raw file

Experiment

211111kw_Simeng_Cntr_1_S1-C1_1_6427
211111kw_Simeng_Cntr_1_S1-C2_1_6428
211111kw_Simeng_Cntr_2_S1-C3_1_6429
211111kw_Simeng_Cntr_2_S1-C4_1_6430
211111kw_Simeng_Cntr_3_S1-C5_1_6431
211111kw_Simeng_Cntr_3_S1-C6_1_6432
211111kw_Simeng_Diff1_S1-A7_1_6409
211111kw_Simeng_Diff1_S1-A8_1_6410
211111kw_Simeng_Diff2_S1-A10_1_6412
211111kw_Simeng_Diff2_S1-A9_1_6411
211111kw_Simeng_Diff3_S1-A11_1_6413
211111kw_Simeng_Diff3_S1-A12_1_6414
211111kw_Simeng_DiffHyp1_S1-A1_1_6403
211111kw_Simeng_DiffHyp1_S1-A2_1_6404
211111kw_Simeng_DiffHyp2_S1-A3_1_6405
211111kw_Simeng_DiffHyp2_S1-A4_1_6406
211111kw_Simeng_DiffHyp3_S1-A5_1_6407
211111kw_Simeng_DiffHyp3_S1-A6_1_6408

Cntr_1_S1-C1_1_6427
Cntr_1_S1-C2_1_6428
Cntr_2_S1-C3_1_6429
Cntr_2_S1-C4_1_6430
Cntr_3_S1-C5_1_6431
Cntr_3_S1-C6_1_6432
Diff1_S1-A7_1_6409
Diff1_S1-A8_1_6410
Diff2_S1-A10_1_6412
Diff2_S1-A9_1_6411
Diff3_S1-A11_1_6413
Diff3_S1-A12_1_6414
DiffHyp1_S1-A1_1_6403
DiffHyp1_S1-A2_1_6404
DiffHyp2_S1-A3_1_6405
DiffHyp2_S1-A4_1_6406
DiffHyp3_S1-A5_1_6407
DiffHyp3_S1-A6_1_6408

sampi T Comparison between two samples: t-Test

S1B1T1
S1B1T2
S1B2T1

. t-Test: Is the mean of two groups of

S1B3T1
s183T2 measurement repeats the same ?
S2B1T1
S2 B1 T2
S2B2T1
S2 B2 T2
S2B3 T1
S2 B3 T2

Comparison between several samples:

S3B1T2
S3B2 T
S3B2T2 AN OVA - TeSt
S3B3 T
S3B3 T2

ANOVA-Test: Are the means of several groups of
measurement repeats the same ?



Perseus

Start Perseus and Load Data: proteinGroups.txt

ey -
| i session1 - Perseus - O X

Fle Tools Window Help

Matrix  Network
\ g [_, Basic ~ Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _fj = & ol ity
R . Reamange v Fitter columns ~ Annct.rows ~ Leaming v Modffications v Extemal + Z [l <* 2D X Pu Clustering/PCA ~ E§§ & @
AN Normalization ~ Quality ~ Tests v Outliers + WGCNA ~ Clusteing ~ lx) | ™ v 2 1D 8 P- A Misc. v 4% Ul W -

Load Processing Analysis

FOx$ B

Version 1.6.15.0 .:

S. Tyanova and J. Cox, “Perseus: A Bioinformatics Platform for Integrative Analysis of Proteomics Data in Cancer Research.,” Methods Mol Biol, vol. 1711, pp. 133-148, 2018



Perseus

Start Perseus and Load Data: proteinGroups.txt

A -
| i session1 - Perseus

Fle Tools Window Help
Matrix | Network

._., Basic v Fitterrows ¥ Annot.columns v Imputation ~ Time series ¥ DE analysis v lsobaric Labeling ~ P>
R &9 . Reamange ~ Fitercolumns ~ Annot.rows ~ Leaming ~ Modfications ~ Extemal ~+ Z . D X Pu
AN Nommalization ~ Quality ~ Tests ~ Outliers + WGCNA v Clustering ~ I1x) | ™0 v 2 1D P- A

Load Processing

FOx$ B

Visualization ~ _f§j = & ol
Clustering/PCA ~ £ $* & @
bJ ren

Version 1.6.15.0 .:

S. Tyanova and J. Cox, “Perseus: A Bioinformatics Platform for Integrative Analysis of Proteomics Data in Cancer Research.,” Methods Mol Biol, vol. 1711, pp. 133-148, 2018




Perseus

Start Perseus and Load Data: proteinGroups.txt

3y . .
| d Generic matrix upload

Cancel
File

Cancel

Description

Description

|C:\Users\proteomics\Documents\Proteomics\Woddng\txtProt\proteinGroups nt

iBAQ Diff2_S1-A10_1_6412
iBAQ Diff2_S1-A9_1_6411
iBAQ Diff3_S1-A11_1_6413
iBAQ Diff3_S1-A12_1_6414
iBAQ DiffHyp1_S1-A1_1_6403

iBAQ DiffHyp1_S1-A2_1_6404
iBAQ DiffHyp2_S1-A3_1_6405
iBAQ DiffHyp2_S1-A4_1_6406
iBAQ DiffHyp3_S1-A5_1_6407
iBAQ DiffHyp3 S1-A6_1 64

LFQ intensity Cntr_1_S1-C1_1_6427
LFQ intensity Cntr_1_S1-C2_1_6428
LFQ intensity Cntr_2_S1-C3_1_6429
LFQ intensity Cntr_2_S1-C4_1_6430
LFQ intensity Cntr_3_S1-C5_1_6431
LFQ intensity Cntr_3_S1-C6_1_6432
LFQ intensity Diff1_S1-A7_1_6409

LFQ intensity Diff1_S1-A8_1_6410

LFQ intensity Diff2_S1-A10_1_6412
LFQ intensity Diff2_S1-A9_1_6411

LFQ intensity Diff3_S1-A11_1_6413

6414

LFQ intensity DiffHyp2_S1-A4_1_6406
LFQ intensity DiffHyp3_S1-A5_1_6407
LFQ intensity DiffHyp3 S1-A6 1 6408
MS/MS count Cntr_1_S1-C1_1_6427
MS/MS count Cntr_1_S1C2_1_6428
MS/MS count Cntr_2_S1-C3_1_6429
MS/MS count Cntr_2_S1-C4_1_6430
MS/MS count Cntr_3_S1-C5_1_6431
MS/MS count Cntr_3_S1-C6_1_6432
MS/MS count Diff 1_S1-A7_1_6409
MS/MS count Diff 1_S1-A8_1_6410
MS/MS count Diff2_S1-A10_1_6412
MS/MS count Diff2_S1-AS_1_6411
MS/MS count Diff3_S1-A11_1_6413
MS/MS count Diff3_S1-A12_1_6414
MS/MS count DiffHyp1_S1-A1_1_6403
MS/MS count DiffHyp1_S1-A2_1_6404
MS/MS count DiffHyp2_S1-A3_1_6405
MS/MS count DiffHyp2_S1-A4_1_6406
MS/MS count DiffHyp3_S1-A5_1_6407
MS/MS count DiffHyp3_S1-A6_1_6408
Peptide sequences

Peptide IDs

Peptide is razor

Mod. peptide IDs

Evidence IDs

MS/MS IDs

Best MS/MS

QOxidation (M) site I1Ds

Oxidation (M) site positions

Taxonomy |Ds

A

Main
>

<

Numerical

>

<

>

<

Text
|5 || Protein IDs
| Majority protein 1Ds

>

<

Peptides

| Razor + unique peptides
|| Unique peptides

Sequence coverage [%]

Unique + razor sequence coverage [%]
Unique sequence coverage [%]

Mol. weight [kDa]

Q-value

Score

Categorical

Only identified by site

| Reverse
|| Potential contaminant

Protein names
Gene names
id

Multi-numerical

[] Shorten main column names

— || || ||

— || || ||

— || || ||

— || || ||

— || || ||

@ oK




Perseus

Start Perseus and Load Data: proteinGroups.txt

3y . .
| d Generic matrix upload

Cancel
File

Cancel

Description

Description

(iBAO Diff2_S1-A10_1_6412
iBAQ Diff2_S1-A9_1_6411
iBAQ Diff3_S1-A11_1_6413
iBAQ Diff3_S1-A12_1_6414
iBAQ DiffHyp1_S1-A1_1_6403

iBAQ DiffHyp1_S1-A2_1_6404
iBAQ DiffHyp2_S1-A3_1_6405
iBAQ DiffHyp2_S1-A4_1_6406
iBAQ DiffHyp3_S1-A5_1_6407
iBAQ DiffHyp3 S1-A6_1 64

LFQ intensity Cntr_1_S1-C1_1_6427
LFQ intensity Cntr_1_S1-C2_1_6428
LFQ intensity Cntr_2_S1-C3_1_6429
LFQ intensity Cntr_2_S1-C4_1_6430
LFQ intensity Cntr_3_S1-C5_1_6431
LFQ intensity Cntr_3_S1-C6_1_6432
LFQ intensity Diff1_S1-A7_1_6409
LFQ intensity Diff1_S1-A8_1_6410
LFQ intensity Diff2_S1-A10_1_6412
LFQ intensity Diff2_S1-A9_1_6411
LFQ intensity Diff3_S1-A11_1_6413
6414

MS/MS count Cntr_1_S1-C1_1_6427
MS/MS count Cntr_1_S1C2_1_6428
MS/MS count Cntr_2_S1-C3_1_6429
MS/MS count Cntr_2_S1-C4_1_6430
MS/MS count Cntr_3_S1-C5_1_6431
MS/MS count Cntr_3_S1-C6_1_6432
MS/MS count Diff1_S1-A7_1_6409
MS/MS count Diff 1_S1-A8_1_6410
MS/MS count Diff2_S1-A10_1_6412
MS/MS count Diff2_S1-AS_1_6411
MS/MS count Diff3_S1-A11_1_6413
MS/MS count Diff3_S1-A12_1_6414
MS/MS count DiffHyp1_S1-A1_1_6403
MS/MS count DiffHyp1_S1-A2_1_6404
MS/MS count DiffHyp2_S1-A3_1_6405
MS/MS count DiffHyp2_S1-A4_1_6406
MS/MS count DiffHyp3_S1-A5_1_6407
MS/MS count DiffHyp3_S1-A6_1_6408
Peptide sequences

Peptide IDs

Peptide is razor

Mod. peptide IDs

Evidence IDs

MS/MS IDs

Best MS/MS

QOxidation (M) site I1Ds

Oxidation (M) site positions
Taxonomy |Ds

Numerical

s || Peptides

Razor + unique peptides

< || Unique peptides

Sequence coverage [%]

Unique + razor sequence coverage [%]
Unique sequence coverage [%]

Mol. weight [kDa]

Q-value

Score

Categorical

> || Only identified by site
| Reverse
< | Potential contaminant

Text

s || Protein IDs
Majority protein IDs
< | Protein names
Gene names

id

Multi-numerical

>

<

[] Shorten main column names

— || || ||

— || || ||

— || || ||

— || || ||

— || || ||

@I o




Perseus

Start Perseus and Load Data: proteinGroups.txt

3y . .
| d Generic matrix upload

Cancel
File

Cancel

Description

Description

(iBAO Diff2_S1-A10_1_6412
iBAQ Diff2_S1-A9_1_6411
iBAQ Diff3_S1-A11_1_6413
iBAQ Diff3_S1-A12_1_6414
iBAQ DiffHyp1_S1-A1_1_6403

iBAQ DiffHyp1_S1-A2_1_6404
iBAQ DiffHyp2_S1-A3_1_6405
iBAQ DiffHyp2_S1-A4_1_6406
iBAQ DiffHyp3_S1-A5_1_6407
iBAQ DiffHyp3 S1-A6_1 64

LFQ intensity Cntr_1_S1-C1_1_6427
LFQ intensity Cntr_1_S1-C2_1_6428
LFQ intensity Cntr_2_S1-C3_1_6429
LFQ intensity Cntr_2_S1-C4_1_6430
LFQ intensity Cntr_3_S1-C5_1_6431
LFQ intensity Cntr_3_S1-C6_1_6432
LFQ intensity Diff1_S1-A7_1_6409
LFQ intensity Diff1_S1-A8_1_6410
LFQ intensity Diff2_S1-A10_1_6412
LFQ intensity Diff2_S1-A9_1_6411
LFQ intensity Diff3_S1-A11_1_6413
6414

MS/MS count Cntr_1_S1-C1_1_6427
MS/MS count Cntr_1_S1C2_1_6428
MS/MS count Cntr_2_S1-C3_1_6429
MS/MS count Cntr_2_S1-C4_1_6430
MS/MS count Cntr_3_S1-C5_1_6431
MS/MS count Cntr_3_S1-C6_1_6432
MS/MS count Diff1_S1-A7_1_6409
MS/MS count Diff 1_S1-A8_1_6410
MS/MS count Diff2_S1-A10_1_6412
MS/MS count Diff2_S1-AS_1_6411
MS/MS count Diff3_S1-A11_1_6413
MS/MS count Diff3_S1-A12_1_6414
MS/MS count DiffHyp1_S1-A1_1_6403
MS/MS count DiffHyp1_S1-A2_1_6404
MS/MS count DiffHyp2_S1-A3_1_6405
MS/MS count DiffHyp2_S1-A4_1_6406
MS/MS count DiffHyp3_S1-A5_1_6407
MS/MS count DiffHyp3_S1-A6_1_6408
Peptide sequences

Peptide IDs

Peptide is razor

Mod. peptide IDs

Evidence IDs

MS/MS IDs

Best MS/MS

QOxidation (M) site I1Ds

Oxidation (M) site positions
Taxonomy |Ds

I\\

Numerical

Peptides

Razor + unique peptides

< || Unique peptides

Sequence coverage [%]

Unique + razor sequence coverage [%]
Unique sequence coverage [%]

Mol. weight [kDa]

Q-value

Score

Categorical

> || Only identified by site
| Reverse
< | Potential contaminant

Text

s || Protein IDs
Majority protein IDs
< | Protein names
Gene names

id

Multi-numerical

>

<

[] Shorten main column names

— || || || — || || || — || || ||

— || || ||

OK




Perseus

Start Perseus and Load Data: proteinGroups.txt

ey - -
| d Generic matrix upload

Cancel
File

Cancel

Description

Description

|C:\Users\proteomics\Documents\Proteomics\Working\txtProt\proteinGroups it

iBAQ Diff2_S1-A10_1_6412
iBAQ Diff2_S1-AS_1_6411
iBAQ Diff3_S1-A11_1_6413
iBAQ Diff3_S1-A12_1_6414
iBAQ DiffHyp1_S1-A1_1_6403

iBAQ DiffHyp1_S1-A2_1_6404

iBAQ DiffHyp2_S1-A3_1_6405

iBAQ DiffHyp2_S1-A4_1_6406

iBAQ DiffHyp3_S1-A5_1_6407

iBAQ DiffHyp3_S1-A6_1_6408

MS/MS count Cntr_1_S1-C1_1_6427
MS/MS count Cntr_1_S1-C2_1_6428
MS/MS count Cntr_2_S1-C3_1_6429
MS/MS count Cntr_2_S1-C4_1_6430
MS/MS count Cntr_3_S1-C5_1_6431
MS/MS count Cntr_3_S1-C6_1_6432
MS/MS count Diff1_S1-A7_1_6409
MS/MS count Diff1_S1-A8_1_6410
MS/MS count Diff2_S1-A10_1_6412
MS/MS count Diff2_S1-A9_1_6411
MS/MS count Diff3_S1-A11_1_6413
MS/MS count Diff3_S1-A12_1_6414
MS/MS count DiffHyp1_S1-A1_1_6403
MS/MS count DiffHyp1_S1-A2_1_6404
MS/MS count DiffHyp2_S1-A3_1_6405
MS/MS count DiffHyp2_S1-A4_1_6406
MS/MS count DiffHyp3_S1-A5_1_6407
MS/MS count DiffHyp3_S1-A6_1_6408
Peptide sequences

Peptide I1Ds

Peptide is razor

Mod. peptide IDs

Evidence IDs

MS/MS IDs

Best MS/MS

Oxidation (M) site I1Ds

QOxidation (M) site positions

Taxonomy |Ds

o4
64

A

Main

LFQ intensity Crtr_1_S1-C1_1_6427
LFQ intensity Crtr_1_51-C2_1_6428
< | LFQintensity Critr_2_S$1-C3_1_6429
LFQ intensity Crtr_2_S1-C4_1_6430
LFQ intensity Crtr_3_S$1-C5_1_6431
LFQ intensity Crtr_3_51-C6_1_6432
LFQ intensity Diff_51-A7_1_6409
LFQ intensity Diff 1_S1-A8_1_6410
LFQ intensity Diff2_S1-A10_1_6412

— ||l ||= ||

Numerical

s | Peptides

Razor + unique peptides

< || Unique peptides

Sequence coverage [%]

Unique + razor sequence coverage [%]
Unique sequence coverage [%]

Mol. weight [kDa]

Q-value

Score

— || || ||

Categorical

> | Only identified by site
Reverse
< | Potential contaminant

— || || ||

Text

s | Protein IDs
Majority protein 1Ds
< | Protein names
Gene names

id

— || || ||

Multi-numerical

>

<

— ||l ||= ||

[] Shorten main column names

OK




Perseus

Start Perseus and Load Data: proteinGroups.txt

Cancel
File

Cancel

ey - -
| d Generic matrix upload

Description

Description

|C:\Users\proteomics\Documents\Proteomics\Working\txtProt\proteinGroups it

o
iBAQ Diff2_S1-A1 0_1_6412 A’ Main
:Eﬁ Bg%—g}jﬁ?ﬁeab LFQ intensity Cntr_1_S1-C1_1_6427 .
iBAQ lenyp2_51-A3_1_6405 LFQ intensity Cntr_3_S1-C5_1_6431 ‘
iBAQ DrfnypZ-S 1 -A4-1 -6406 LFQ intensity Cntr_3_S 1 ‘(:6_1 _6432 !
iBAQ DiffHyp3_51-A6_1_6408 LAQintensty Dif1._51-A8_1_6410
MS/MS count Crtr_1_S1-C1_1_6427 \_ |LFQintensty Diff2_51-A10_1_6412
MS/MS count Cntr_1_S1-C2_1_6428 N =
MS/MS count Cntr_2_51-C3_1_6429 umenca
MS/MS count Cntr_2_S1-C4_1_6430 > | Peptides s
MS/MS count Cntr_3_S1-C5_1_6431 Razor + unique peptides
MS/MS count Cntr_3_S1-C6_1_6432 < | Unique peptides t
MS/MS count Diff1_S1-A7_1_6409 Sequence coverage [%]
MS/MS count Diff1_S1-A8_1_6410 Unique + razor sequence coverage [%] .
MS/MS count Diff2_S1-A10_1_6412 Unique sequence coverage [%] L
MS/MS count Diff2_S1-A9_1_6411 Mol. weight [kDa]
MS/MS count Diff3_S1-A11_1_6413 Q-value
MS/MS count Diff3_S1-A12_1_6414 Score
MS/MS count DiffHyp1_S1-A1_1_6403
MS/MS count DiffHyp1_S1-A2_1_6404 Categorical
MS/MS count DiffHyp2_S1-A3_1_6405 identifi "
MS/MS count DifHyp2_S1-A4_1_6406 > | Orty dentiied by ste t
MS/MS count DiffHyp3_S1-A5_1_6407 < | Potential contaminant s
MS/MS count DiffHyp3_51-A6_1_6408 Eniel contaming
Peptide sequences !
Peptide IDs
Peptide is razor i1
Mod. peptide IDs
Evidence IDs
MS/MS IDs
Best MS/MS Text
Oxidation (M) site IDs I
Oxidation (M) site positions > a?:gylgétein IDs )
Taxonomy IDs < Pnojtein names 1
Gene names
id ‘
{
Mutti-numerical
> t
< t
i
i
v

[] Shorten main column names

OK




Perseus

Start Perseus and Load

Data: proteinGroups.txt

:i session] - Perseus
Fle Tools Window Help
Matrix  Network
“ %] [_. Basic v Fiterrows v Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fj &= & ol Basic ~ W
E “9 B | Reamange ~ Fitercolumns ~ Annot.rows ~ Leaming ~ Modfications ~ Extemal ~ Z. [l <* 2D X Pu Clustering/PCA ~ £328 $* & @ | Annot.rows ~
AN Nomalization ~ Qualty ~ Tests ~ Outiers ~+ WGCNA ~ Clustering » (x) [ ™1 v 3 1D &8 P- A Misc. v 4% ¢ @ o v e e

Load Processing Analysis Multi-proc.
ek BETER 2 =]~
Data
, LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ = : :

intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u...
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S... Diff3

Type Main Main Main Main Main Main Main Main Main Main Main Main
» 1 49761 39388 46026 55446 92985 86040 56524 43011 37187 39143 46536 5623
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783
3 46043 37649 50397 30716 38129 33248 38021 35758 37864 69519 53106 372¢
4 97421 42621 |0 10020 24087 22293 62428 45114 0 0 0 563¢
5 13817 16070 14791 96239 99385 |11597 19239 18695 0 84221 21386 2453
6 45115 51405 61944 33272 56773 43318 28606 34595 0 0 15006 2012
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 | 240850 |254720 | 254630 |2743
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 2311
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903
" 0 18720 82626 |0 0 0 81236 73881 154830 | 142640 117450 |7347
12 69290 68745 98814 168480 | 152100 170730 34754 28866 | 16025 11597 0 27717
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 181550 | 177020 | 170¢€
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 =
24 3455800 1974000 1802000 | 469870 721820 799140 | 4865100 4693500 2573600 2395800 4671500 4154 ’
25 585150 | 594660 | 481630 | 507680 |399620 | 372290 | 34576 38448 26197 32878 28172 274z
"3.5% items 100% <] 1 |

[

Export

-

[=)-mat
l - Creator: proteomics
- 12/09/2021 11:53:06
- Origin: C:\Users'\proteomics\Documents\Proteomics\Working \txt Prot \prc
- File: proteinGroups txt
- Quality: (small values are good.)
- Rows (3.,596)
- Main columns (18)
- Categorical columns (3)
- String columns (5)
- Numerical columns (12)
- Multi-numerical columns (0)
- Categorical rows (0)
- String rows (0)
- Numerical rows (0)

- Multinumerical rows (0)

rix 1

Version 1.6.15.0 .:




Perseus

Start Perseus and Load

Data: proteinGroups.txt

:ﬁ session] - Perseus
Fle Tools Window Help
Matrix  Network
N % _, Basic v Fiterrows v Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fj &= & ol Basic ~ W
R &9 . Reamange ~ Fittercolumns ~ Annot.rows v Leaming ~ Modffications ~ Extemal ~ Z. . X ZD X— Pu Clustering/PCA ~ EEE T+ @ @ Annot. rows v
A N Normalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) |~ ™8 ¢ 3 1D &8 P- A Misc. v 4% ¢ @ o B EE

Load Processing Analysis Multi-proc.
Data
' LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ : :

intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten — Generic matrix u...
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3
Type Main Main Main Main Main Main Main Main Main Main Main Main
1 49761 39388 46026 55446 92985 86040 56524 43011 37187 39143 46536 5623
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783
3 46043 37649 50397 30716 38129 33248 38021 35758 37864 69519 53106 372¢
4 97421 42621 |0 10020 24087 22293 62428 45114 |0 0 0 563¢
5 13817 16070 14791 96239 99385 |11597 19239 18695 0 84221 21386 2453
6 45115 51405 61944 33272 56773 43318 28606 34595 0 0 15006 2012
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 | 240850 |254720 | 254630 |2743
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 2311
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903
" 0 18720 82626 |0 0 0 81236 73881 154830 | 142640 117450 |7347
12 69290 68745 98814 168480 | 152100 170730 34754 28866 | 16025 11597 0 27717
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 177020 | 170¢€
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 =
24 3455800 1974000 1802000 469870 721820 |799140 4865100 4693500 2573600 2395800 4671500 4154 ’
25 585150 | 594660 | 481630 | 507680 |399620 | 372290 | 34576 38448 26197 32878 28172 274z
\ 3,596 items 100% <] 1

[

Export

T ——
(= matrix1

- Creator: proteomics

- 12/09/2021 11:53:06

- Origin: C:\Users\proteomics\Documents'\Proteomics\Working\txt Prot \prc
- File: proteinGroups txt

- Quality: (small values are good.)

- Rows (3,596)

- Main columns (18)

- Categorical columns (3)

- String columns (5)

- Numerical columns (12)

- Multinumerical columns (0)

- Categorical rows (0)

- String rows (0)

- Numerical rows (0)

- Multinumerical rows (0)

-
i o i i o R 4

Version 1.6.15.0 .:




Perseus i

Start Perseus and Load Data: proteinGroups.txt

[ A session1 - Perseus . O X
Fle Tools Window Help
Matrix  Network
N % _, Basic v Fiterrows v Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fj &= & ol Basic ~ W ﬂ .
R &9 . Reamange ~ Fittercolumns ~ Annot.rows v Leaming ~ Modffications ~ Extemal ~ Z. . X ZD x— Pu Clustering/PCA ~ Eé’; T+ &' @ Annot. rows v
AN Nomalization ~ Qualty ~ Tests ~ Outiers ~+ WGCNA ~ Clustering » (x) [ ™1 v 3 1D &8 P- A Misc. v % O Wy v e Pt
Load Processing Analysis Mult-proc. Export
*mam _,4 ~ Elmamx1—
’ Data f ’ \ - Creator: proteomics
] --12/09/2021 11:53:06
i(Lr:Egnsity ﬁgnsity iLn';gnsity H;gnsity h\ﬁgnsity hlﬁgnsity ﬁgnsi H;gnsi ﬁgnsi Hignsi iLn';gnsi H;gn Generic matrix u... greg,in:mci:\.;Jéem\m::omics\Dowmems\\PmteomiCS\woming“Pmt\pm
nr_1.. Cnir_1.. Cnir.2.. Cnir2.. Cnir_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S... Diff3 : proteinGroups
Type Main Main Main Main Main Main Main Main Main Main Main Main gz:::y(j_(:;;" vaues are good )
1 49761 39388 46026 55446 92985 86040 56524 48011 37187 39143 46536 5623 [#- Main columns (18)
2 56881 65733 | 50497 49403 | 64210 51405 18633 49141 4019 |0 0 7783 t#)- Categorical columns (3)
[#)- String columns (5)
3 46043 37649 50397 30716 38129 33248 38021 35758 37864 69519 53106 372¢ - Numerical columns (12)
4 97421 42621 0 10020 24087 22293 62428 45114 0 0 0 563% - Multi-numerical columns (0)
5 13817 | 16070 | 14791 |9623.9 99385 [11597 19239 |18695 |0 84221 21386 |2453 - ‘S::l‘:g::’:‘: (rg;”s ©
6 45115 51405 61944 33272 56773 43318 28606 34595 0 0 15006 2012 - Numerical rows (0)
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 |240850 |254720 |254630 |2743 - Multi-numerical rows (0)
8 30094 30643 42280 50154 | 46319 57931 37401 19466 23492 |0 0 100€
9 0 0 10755 |0 10810 | 11761 15895 | 24311 15812 12269 |15889 | 2311
10 11171 12644 81966 13924 12597 10765 |0 98584 0 0 0 7903
1" 0 18720 82626 |0 0 0 81236 73881 154830 | 142640 | 117450 | 7347 « 2
12 69290 68745 98814 168480 152100 170730 34754 | 2886.6 16025 11597 0 2771
13 0 0 0 0 0 0 0 5131.2 0 0 0 0
14 15460 | 14974 21132 | 29841 31989 | 36366 19429 19312 |0 58375 | 18493 | 2693
15 30662 31053 |37848 |0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 | 197570 181550 |177020 | 170€
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 —
24 3455800 1974000 1802000 469870 721820 799140 4865100 4693500 2573600 2395800 4671500 4154 ’
25 585150 | 594660 481630 |507680 |399620 |372290 |34576 38448 26197 32878 28172 274z .
\ 3,596 items 100% = 1 \\ j,
Version 1.6.15.0 .:




Perseus

Start Perseus and Load

Data: proteinGroups.txt

[ A session1 - Perseus O X
Fle Tools Window Help
Matrix  Network
N % = Basic ~ Fitterrows ~ Annot.columns v Imputation ~ Time series + DE analysis v Isobaric Labeling ~ P> Visualization ~ _fj &= & ol Basic ~ W m .
E % B Reamange ~ Fitercolumns ~ Annot.rows v Leaming ~ Modfications ~ Extemal ~ Z [ < 2D X Pu Clustering/PCA ~ £328 $* & @ | Annot.rows ~
AN Normalization  Quality ~ Tests ~ Outliers * WGCNA ~ Clustering ~ I(x) [ ™0 ¢ S35 1D &8 P- A Misc. v % O Wy v e Pt
Load Processing Analysis Multi-proc. Export
:matrm ; P> s - [=)- matrix1
’ Data ’ - Creator: proteomics
--12/09/2021 11:53:06
%ﬁgnsity ﬁgnsity iLn';gnsity H;gnsity h\ﬁgnsity hlﬁgnsity :?{ignsi H;gnsi ﬁgnsi H;gnsi iLn';gnsi H;gn Generic matrix u... greg,in:mct:\.;Jéefs\pmt;fomics\Dowmemswmteomim\womingmPmt\prc
ntr_1.. Cntr_1.. Cntr_2. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_s.. Diff3 : proteinGroups!
Type Main Main Main Main Main Main Main Main Main Main Main Main m gzi?(ﬁ(;g‘(;a)ll values are good )
1 49761 39388 46026 55446 92985 86040 56524 48011 37187 39143 46536 5623 (- Main columns (18)
2 56881 65733 | 50497 49403 | 64210 51405 18633 49141 4019 |0 0 7783 t#)- Categorical columns (3)
[#)- String columns (5)
3 46043 37649 50397 30716 38129 33248 38021 35758 37864 69519 53106 372¢ - Numerical columns (12)
4 97421 42621 0 10020 24087 22293 62428 45114 0 0 0 563% - Multinumerical columns (0)
5 13817 | 16070 | 14791 |9623.9 99385 [11597 19239 |18695 |0 84221 21386 |2453 - g;‘:g:;‘: (rg;”s ©
6 45115 51405 61944 33272 56773 43318 28606 34595 0 0 15006 2012 . Numerical rows (0)
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 |240850 |254720 |254630 |2743 - Multi-numerical rows (0)
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 231
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903 J
1" 0 18720 8262.6 0 0 0 81236 73881 154830 | 142640 | 117450 | 7347 « 2
12 69290 68745 98814 168480 152100 170730 34754 | 2886.6 16025 11597 0 2771
13 0 0 0 0 0 0 0 5131.2 0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 1989.6 0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 177020  170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 —
24 3455800 1974000 1802000 469870 721820 799140 4865100 4693500 2573600 2395800 4671500 4154 ’
25 585150 | 594660 481630 |507680 |399620 |372290 |34576 38448 26197 32878 28172 274z .
\ 3.5%items 100% i 1 \\ j
Version 1.6.15.0 .:




Perseus

Start Perseus and Load

Visualization ~ _fj &= & ol

Eyo9@
@90

Analysis

Generic matrix u...

Basic ~ W H
Annot. rows v
i v v

Multi-proc. Export

:'-J session] - Perseus
Fle Tools Window Help
Matrix  Network
N % = Basic v Fitterrows v Annot.columns ~ Imputation ~ Time series ¥ DE analysis ~ Isobaric Labeling ~ P>
R &9 . Reamange ~ Fittercolumns ~ Annot.rows v Leaming ~ Modffications ~ Extemal ~ Z. . X ZD x— Pu Clustering/PCA ~
AN Normalization  Quality ~ Tests ~ Outliers * WGCNA ~ Clustering ~ I(x) [ ™0 ¢ S35 1D &8 P- A Misc. v % ¢
Load Cess =
:matrm : 2
’ Data
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S.. Diff3
Type Main Main Main Main Main Main Main Main Main Main Main Main
1 49761 39388 46026 55446 92985 86040 56524 43011 37187 39143 46536 5623
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783
3 46043 37649 50397 30716 38129 33248 38021 35758 37864 69519 53106 372¢
4 97421 42621 |0 10020 24087 22293 62428 45114 |0 0 0 563¢
5 13817 16070 14791 96239 99385 |11597 19239 18695 0 84221 21386 2453
6 45115 51405 61944 33272 56773 43318 28606 34595 0 0 15006 2012
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 | 240850 |254720 | 254630 |2743
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 2311
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903
" 0 18720 82626 |0 0 0 81236 73881 154830 | 142640 117450 |7347
12 69290 68745 98814 168480 | 152100 170730 34754 28866 | 16025 11597 0 27717
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 177020 | 170¢€
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 —
24 3455800 1974000 1802000 469870 721820 |799140 4865100 4693500 2573600 2395800 4671500 4154
25 585150 | 594660 | 481630 | 507680 |399620 | 372290 | 34576 38448 26197 32878 28172 274z
\ 3,596 items ‘ e o) : \\

=) matrix1
- Creator: proteomics
- 12/09/2021 11:53:06

- File: proteinGroups txt

- Quality: (small values are good.)
- Rows (3,596)

- Main columns (18)

- Categorical columns (3)

- String columns (5)

- Numerical columns (12)

- Multinumerical columns (0)
- Categorical rows (0)

- String rows (0)

- Numerical rows (0)

- Multinumerical rows (0)

-

- Origin: C:\Users\proteomics\Documents'\Proteomics\Working \txt Prot \prc

Version 1.6.15.0 .:




Perseus i

Start Perseus and Load Data: proteinGroups.txt

ey -
| i session1 - Perseus . O X

Fle Tools Window Help
Matrix  Network

N % Basic ~ Fitterrows ~ Annot.columns v Imputation ~ Time series + DE analysis v Isobaric Labeling ~ P> Visualization ~ _fj &= & ol Basic ~ W m .
R 9 BB | Reamange ~ Fitercolumns ~ Annot.rows ~ Leaming ~ Modfications ~ Extemal ~ Z. [l <% 2D X Pu Clustering/PCA ~ £328 $* & @ | Annot.rows ~
AN Normalization  Quality ~ Tests ~ Outliers * WGCNA ~ Clustering ~ I(x) [ ™0 ¢ S35 1D &8 P- A :

Misc. + 4% ¢ @ - v e Pt
A -

Analysis

Multi-proc.

=) matrix1
- Creator: proteomics
--12/09/2021 11:53:06

%ﬁgnsity ﬁgnsity iLn';gnsity H;gnsity h\ﬁgnsity hlﬁgnsity :?{ignsi H;gnsi ﬁgnsi H;gnsi iLn';gnsi H;gn Generic matrix u... greg,in:mct:\.;Jéefs\pmt;fomics\Dowmemswmteomim\womingmPmt\prc

ntr_1.. Cnir_1.. Cntr_2.. Cnir_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S.. Diff3 : proteinGroups
Type Main Main Main Main Main Main Main Main Main Main Main Main m gzi?(ﬁ(;g‘(;a)ll values are good )
1 49761 39388 | 46026 55446 | 92985 | 86040 |56524 | 48011 37187 |39143 46536 | 5623 - Main columns (18)
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783 £- Categorical columns (3)
3 46043 (37640 50307 | 30716 38120 33248 |38021 | 35758 | 37864 69519 |53106 | 372¢ 1 nge::’;f:;z;?s -
4 97421 42621 |0 10020 24087 22293 62428 45114 |0 0 0 5635 - Multi-numerical columns (0)
5 13817  |16070 | 14791 96239 99385 11597 19239 18695 |0 84221 |21386 | 2453 - g;‘:g:;‘: (rg;”s L
6 45115 | 51405 61944 33272 | 56773 43318 28606 34595 0 0 15006 | 2012 ... Numerical rows (0)
7 71267 71903 92111 62395 | 76403 103880 |163630 | 125010 | 240850 |254720 | 254630 |2743 . Multi-numerical rows (0)
8 30094 30643 42280 50154 46319 57931 |37401 19466 23492 |0 0 100€
9 0 0 10755 |0 10810 11761 15895 | 24311 15812 |12269 | 15889 | 2311
10 11171 | 12644 81966 | 13924 12597 10765 |0 98584 |0 0 0 7903 J
11 0 18720 82626 |0 0 0 81236 73881 | 154830 | 142640 | 117450 |7347 2
12 69290 | 68745 93814 | 168480 | 152100 170730 (34754 28866 16025 |11597 0 2777
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 | 14974 21132 29841 31939 [36366 19429 19312 |0 58375 18493 2693
15 30662 [31053 37848 |0 0 0 20575 [19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 | 197570 181550 | 177020 | 170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82950 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 |32789 39184 49002 | 79660 17862 |17652 | 21754 25996 | 25159 | 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 |25408 | 22470 36790 | 15879 16944 |0 0 0 0 0 0 —
24 3455800 | 1974000 1802000 469870 | 721820 799140 | 4865100 4693500 2573600 | 2395800 4671500 4154 ’
25 585150 | 594660 |481630 |507680 |399620 | 372290 34576 |38448 | 26197 32878 | 28172 | 2742 .

@Gﬂm | 0% vt \\ j
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~erseus i

Start Perseus and Load Data: proteinGroups.txt

ey -
| i session1 - Perseus . O X

Fle Tools Window Help

Matrix  Network
N % = Basic ~ Fitterrows ~ Annot.columns v Imputation ~ Time series + DE analysis v Isobaric Labeling ~ P> Visualization ~ _ | = & ol Basic ~ W .
R &9 . Reamange v Fittercolumns ~ Annot.rows v Leaming ~ Modfications v Extemal ~ Z. . (e ZD x— Pu Clustering/PCA ~ EEE b &' @ Annot. rows ~
A W Normalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™1 ¢y 3 1D &8 P- A Misc. + 4% ¢ @ - BERE
Load cess Multi-proc.
’matriﬂ i P e =) matrix 1
’ Data ’ - Creator: proteomics
--12/09/2021 11:53:06
%';Snsity hﬁgnsity iLn';gnsity iLn';gnsity h\ﬁgnsity hlﬁgnsity :?{ignsi H;Snsi ﬁgnsi H;gnsi iLn';gnsi iLn';gn Generic matrix u... g:;g,in:mct:\.Uéefs\pm&fomics\DomeS\PmeomICS\womingmPmt\prc
ntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S.. Diff3 -proteinGroups !
Type Main Main Main Main Main Main Main Main Main Main Main Main gzi‘?(ﬁ_(;;‘;" values are good )
1 49761 39388 46026 |55446 |92985 | 86040 | 56524 48011 37187 39143 | 46536 | 5623 - Main columns (18)
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783 £- Categorical columns (3)
3 46043 (37640 50307 | 30716 38120 33248 |38021 | 35758 | 37864 69519 |53106 | 372¢ 1 nge::’:g]z::s -
4 97421 42621 |0 10020 | 24087 22293 62428 45114 |0 0 0 5635 . Mutti-numerical columns (0)
5 13817  |16070 | 14791 96239 99385 11597 19239 18695 |0 84221 |21386 | 2453 - g;‘:smz‘ (rg;”s L
6 45115 51405 61944 33272 |56773 43318 28606 34595 0 0 15006 | 2012 - Nanesicallwows i}
7 71267 71903 92111 | 62395 |76403 | 103880 | 163630 | 125010 240850 |254720 |254630 | 2743 . Mutti-numerical rows (0)
8 30094 30643 42280 (50154 | 46319 | 57931 37401 19466 23492 |0 0 100€
9 0 0 10755 |0 10810 |[11761 |15895 | 24311 15812 12269 15889 | 2311
10 11171 | 12644 81966 | 13924 12597 10765 O 98584 |0 0 0 7903 J
11 0 18720 |82626 |0 0 0 81236 73881 | 154830 | 142640 |117450 |7347 v
12 69290 68745 98814 | 168480 |152100 170730 34754 28866 16025 11597 |0 2777
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 | 14974 21132 29841 31989 36366 |19429 19312 |0 58375 18493 | 2693
15 30662 31053 (37848 |0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 |177020 | 170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 | 82959 | 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 |53894 32789 39184 49002 |79660 | 17862 | 17652 | 21754 | 25996 |25159 | 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 [36790 |15879 | 16944 |0 0 0 0 0 0 ——
24 3455800 1974000 1802000 469870 |721820 799140 | 4865100 4693500 2573600 2395800 4671500 4154
25 585150 | 594660 481630 507680 |399620 |372290 |34576 38448 26197 32878 |28172 | 274 ~
@5“&"5 100% v 1 \\ j
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Perseus i

Filter rows (proteins)which are not relevant : Filter rows > on categorical column

Proteins, that are identified in the reverse database search and only by site (by a modification)



Perseus P

Filter rows (proteins)which are not relevant : Filter rows > on categorical column

Proteins, that are identified in the reverse database search and only by site (by a modification)

[ A sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network
K % _, Basic v Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fy &= & ol Basic ~ W F] *
R &3 . Reamange ~ Fitercolumns ~ Annot.rows v Leaming * Modfications + Extemal ~+ Z [ <* 2D X Pu Clustering/PCA ~ EE; ) @ @ Annot. rows ~
AN Normalization  Quality ~ Tests ~ Outliers * WGCNA ~ Clustering ~ I(x) |~ ™8 ¢ 3 1D &8 P- A Misc. v+ % D¢ W s BEE
Load Processing Analysis Mult-proc. Export
. | |
matrix1 BEER X EF - matrix1
Data - Creator: proteomics
~1 --12/09/2021 11:53:06
!Er;lignsity hﬁ&sity iLn';gnsity H;gnsity H-;gnsity hlﬁgnsity ﬁgnsi %hlignsi ﬁgnsi ﬁ&si iLn';gnsi H;gn = Generic matrix u... ::g:;g,in:roct:\.Uéem\pr?:omics\DowmemS\PmeomiCS\womingWPmt\pm
ntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S... Diff2_S... Diff2_S... Diff3_S... Diff3 - Proteinanoups.
Type Main Main Main Main Main Main Main Main Main Main Main Main g‘;i:’}é'(ssg;" values are good.)
1 49761 39388 46026 55446 92985 86040 56524 48011 37187 39143 46536 5623 (- Main columns (18)
2 56881 65733 | 50497 49403 64210 51405 18633 49141 4019 |0 0 7783 (- Categorical columns (3)
[+ String columns (5)
3 46043 37649 50397 (30716 38129 |33248 |38021 35758 37864 | 69519 (53106 | 372¢ - Numerical columns (12)
4 97421 42621 0 10020 24087 22293 62428 45114 0 0 0 563% - Multi-numerical columns (0)
5 13817 | 16070 14791 |9623.9 99385 [11597 19239 |18695 |0 84221 21386 |2453 - g::g:f: Zg;”s ©
6 45115 51405 61944 33272 | 56773 43318 28606 34595 0 0 15006 | 2012 ... Numerical rows (0)
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 |240850 |254720 |254630 |2743 - Multi-numerical rows (0)
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 231
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903
1" 0 18720 8262.6 0 0 0 81236 73881 154830 | 142640 | 117450 | 7347 “ v
12 69290 68745 98814 168480 152100 170730 34754  2886.6 16025 11597 0 2771
13 0 0 0 0 0 0 0 5131.2 0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 1989.6 0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 177020 | 170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 =
24 3455800 1974000 1802000 469870 | 721820 799140 4865100 4693500 2573600 2395800 4671500 4154 ’
25 585150 | 594660 481630 |507680 |399620 |372290 |34576 38448 26197 32878 28172 274z ~
3,596 tems e o T © @
Version 1.6.15.0 .:




Perseus P

Filter rows (proteins)which are not relevant : Filter rows > on categorical column

Proteins, that are identified in the reverse database search and only by site (by a modification)

[ A sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network
C 8 | B pherrows v| Annot. columns ~ Imputation ~ Time series ° ™ Visuakzation - b = & o ec 7 @ ﬂ .
RE % B | Rea DX Pu Clustering/PCA ~ £32 $* & @ | Annot.rows ~
A N nomg !  Filter rows based on categorical column alis P A Misc. + oF O B o5 Qv B |
Loa“—e Filter rows based on numerical/main column _#
i = I =p., 3 9. ‘
m;; ":1 Filter rows based on text column EIRIR R & § "’*Q | m?"é;ator; proteomics
v _ = -12/09/2021 11:53:06
E‘Egns . Fitter rows based on valid values H;gnsi h&%si H;gn = Generic malrixu... ::g:fln;OCtZ:\AUéers\pn:tneomlcs\Documeths\Pmteomlcs\Wod(mg\txtProt\prc
ntr_1 ‘ . Diff2_S... Diff3_S... Diff3 : proteinGroups:
Type Main Filter rows based on duplicate values Main  Main | Main iiiiﬁii'?(g '(Ssrgsa)ll values are good.)
! 49761 Fitter rows based on random sampling 39143 146536 | 562¢ E- Main columns (18)
2 56881 0 0 7783 [+- Categorical columns (3)
3 soaz o ERU T LRUE LR T ERS T eeste 53108 372e ) 12
4 97421 42621 |0 10020 | 24087 | 22293 | 62428 45114 |0 0 0 5635 .. Multi-numerical columns (0)
5 13817  |16070 | 14791 96239 99385 11597 19239 18695 |0 84221 |21386 | 2453 gi:g::‘: Zg;”s L
6 45115 51405 61944 33272 | 56773 43318 28606 34595 0 0 15006 | 2012 .. Numerical rows (0)
7 71267 71903 92111 62395 | 76403 | 103880 | 163630 | 125010 | 240850 | 254720 | 254630 | 2743 .- Multi-numerical rows (0)
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€
9 0 0 10755 |0 10810 |11761 |15895 |24311 |15812 |12269 | 15889 | 2311
10 11171 12644 81966 |13924 | 12597 10765 |0 98584 0 0 0 7903
1 0 18720 |82626 |0 0 0 81236 | 73881 | 154830 | 142640 | 117450 | 7347 < >
12 69290 68745 98814 | 168480 152100 170730 34754 28866 16025 | 11597 |0 2777
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 | 14974 21132 |29841 31989 36366 | 19429 19312 |0 58375 | 18493 | 2693
15 30662 31053 37848 |0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 181550 177020 | 170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 | 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 | 53894 | 32789 | 39184 | 49002 |79660 | 17862 | 17652 |21754 |25996 |25159 | 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 | 25408 | 22470 36790 | 15879 | 16944 |0 0 0 0 0 0 ——
24 3455800 | 1974000 1802000 469870 721820 799140 | 4865100 4693500 2573600 2395800 4671500 4154 ’
25 585150 | 594660 | 481630 | 507680 |399620 |372290 |34576 |38448 |26197 |32878 |28172 |2742 ~
3,596 items 100% < T © @
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Perseus

i

Filter rows (proteins)which are not relevant : Filter rows > on categorical column

Proteins, that are identified in the reverse database search and only by site (by a modification)

[ A sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network
“ % [_, Basic v Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fy &= & ol Basic ~ W ﬂ *
R &3 . Reamange ~ Fittercolumns v Annot.rows v Leaming ~ Modffications ~+ Extemal ~ Z. . XD X P Clustering/PCA ~ EEE T & @ Annot. rows ¥
AN Nomalization ~ Qualty ~ Tests ~ Outliers ~+ WGCNA ~ Clustering » Ix) [ ™1 v 3 1D &8 P- A Misc. » +% D¢ @ = BEE
Load Processing Analysis Multi-proc. Export
e
matrix B R "j!:,:ﬂ - matrix1
Data i - Creator: proteomics
i = - 12/09/2021 11:53:06
LkF@Q LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ  LFQ | X X . Origin: C:\Users'proteomics\Documents'\Proteomics\Working \txtProt \prc
intensity inensity |intensity intensity intensity intensity inensiy intensity infensity intensity infensiy inten Gener patrxy.. . Fie: ondeinGruns
Typq | W Filter rows based on categorical column o O X
1
5 Cancel Output (£ OK
3 | Column Reverse o] A
= Values |+ +
> t
5
6 < 1
0 !
8
i
9
10
1 >
12
13
14
15 | Mode Remove matching rows v
16
Fiter mode Reduce matrix v
17 v
81 Cancel Output (1) I OK |
19 v v Jv ' U U U U v Jv Jv '
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0
24 3455800 1974000 | 1802000 469870 | 721820 799140 | 4865100 4693500 2573600 2395800 4671500 4154
25 585150 |594660 |481630 |507680 |399620 | 372290 |34576 38448 26197 32878 28172 274z .
3,596 items e o T © @
Version 1.6.15.0 .:




Perseus P

Filter rows (proteins) which are not relevant : Filter rows > on categorical column

Proteins, that are identified in the reverse database search and only by site (by a modification)

[ A sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network
“ % [_, Basic v Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fy &= & ol Basic ~ W ﬂ *
R &3 . Reamange ~ Fittercolumns v Annot.rows v Leaming ~ Modffications ~+ Extemal ~ Z. . XD X P Clustering/PCA ~ EEE T & @ Annot. rows ¥
AN Normalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) |~ ™8 ¢ 3 1D &8 P- A Misc. v % D¢ W BEE
Load Processing Analysis Mult-proc. Export
. | |
matrix] matrix2 matrix3 BEER X EF - matrix3
Data | - Creator: proteomics
i = --12/09/2021 11:53:06
!c-r;';gnsity hﬁ%sity iLn';gnsity hﬁgnsity H;gnsity hlﬁgnsity ﬁgnsi %h';gnsi ﬁgnsi ﬁ%si iLn';((e)nsi h\ﬁgn = Generic matrix u... ::g:ag,in;,oct:\Auém\pr?;eomics\DowmemS\PmeomiCS\womingWPmt\pm
ntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3 - Proteintaroups.
Type Main Main Main Main Main Main Main Main Main Main Main Main gzz:"a(;“;" values are good.)
1 49761 39388 46026 55446 92985 86040 56524 48011 37187 39143 46536 5623 (- Main columns (18)
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783 i Categorical columns (3)
3 46043 37649 50397 (30716 |38120 33248 38021 | 35758 37864 | 69519 | 53106 372 ) 12
4 97421 42621 0 10020 24087 22293 62428 45114 0 0 0 563% - Multi-numerical columns (0)
5 13817 | 16070 14791 |9623.9 99385 [11597 19239 |18695 |0 84221 21386 |2453 gi:g::‘: Zg;”s ©
6 45115 51405 61944 33272 | 56773 43318 28606 34595 0 0 15006 | 2012 ... Numerical rows (0)
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 |240850 |254720 |254630 |2743 - Mutti-numerical rows (0)
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 231
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903
1" 0 18720 8262.6 0 0 0 81236 73881 154830 | 142640 | 117450 | 7347 “ v
12 69290 68745 98814 168480 152100 170730 34754  2886.6 16025 11597 0 2771
13 0 0 0 0 0 0 0 5131.2 0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 1989.6 0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 177020 | 170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 =1
24 3455800 1974000 1802000 469870 | 721820 799140 4865100 4693500 2573600 2395800 4671500 4154 = -
25 585150 | 594660 481630 |507680 |399620 |372290 |34576 38448 26197 32878 28172 274z -__ ~
3,545 tems 100% < T © @
Version 1.6.15.0 .:




Perseus P

Filter rows (proteins) which are not relevant : Filter rows > on categorical column

Proteins, that are identified in the reverse database search and only by site (by a modification)

[ A sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network
K % _, Basic v Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fy &= & ol Basic ~ W F] *
R &3 . Reamange ~ Fittercolumns v Annot.rows v Leaming ~ Modffications ~+ Extemal ~ Z. . <D X Pu Clustering/PCA ~ EE; T @ @ Annot. rows ¥
AN Normalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) |~ ™8 ¢ 3 1D &8 P- A Misc. v % D¢ W BEE
Load Processing Analysis Mult-proc. Export
. | |
matix] matix2 matix3 BEER X EF =) matrix3
Data - Creator: proteomics
~1 --12/09/2021 11:53:06
!Er;lignsity hﬁ&sity iLn';gnsity H;gnsity H-;gnsity hlﬁgnsity ﬁgnsi %hlignsi ﬁgnsi ﬁ&si iLn';gnsi H;gn e Generic matrix u... N ::g:;g,in:roct:\.Uéem\pr?:omics\DowmemS\PmeomiCS\womingWPmt\pm
ntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3 - Proteintaroups.
Type Main Main Main Main Main Main Main Main Main Main Main Main g‘;i:"(s(;“;" values are good.)
1 49761 39388 46026 55446 92985 86040 56524 48011 37187 39143 46536 5623 (- Main columns (18)
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783 &- Categorical columns (3)
3 46043 37649 50397 (30716 |38120 33248 38021 | 35758 37864 | 69519 | 53106 372 ) 12
4 97421 42621 0 10020 24087 22293 62428 45114 0 0 0 563% - Multi-numerical columns (0)
5 13817 | 16070 14791 |9623.9 99385 [11597 19239 |18695 |0 84221 21386 |2453 : g::g:f: Zg;”s ©
6 45115 51405 61944 33272 | 56773 43318 28606 34595 0 0 15006 | 2012 ... Numerical rows (0)
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 |240850 |254720 |254630 |2743 - Mutti-numerical rows (0)
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€ J
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 231
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903
1" 0 18720 8262.6 0 0 0 81236 73881 154830 | 142640 | 117450 | 7347 “ v
12 69290 68745 98814 168480 152100 170730 34754  2886.6 16025 11597 0 2771
13 0 0 0 0 0 0 0 5131.2 0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 1989.6 0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 177020 | 170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 =1
24 3455800 1974000 1802000 469870 | 721820 799140 4865100 4693500 2573600 2395800 4671500 4154 = :-
25 585150 | 594660 481630 |507680 |399620 |372290 |34576 38448 26197 32878 28172 274z --_ ~
3,545 tems e o T © @
Version 1.6.15.0 .:




Perseus P

Filter rows (proteins) which are not relevant : Filter rows > on categorical column

Proteins, that are identified in the reverse database search and only by site (by a modification)

[ A sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network
K % _, Basic v Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis v Isobaric Labeling ~ P> Visualization ~ _fy &= & ol Basic ~ W F] *
R &3 . Reamange ~ Fittercolumns v Annot.rows v Leaming ~ Modffications ~+ Extemal ~ Z. . <D X Pu Clustering/PCA ~ EE; T @ @ Annot. rows ¥
AN Normalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) |~ ™8 ¢ 3 1D &8 P- A Misc. v % D¢ W BEE
Load Processing Analysis Mult-proc. Export
. |
matix] matix2 matix3 BEER X EF =) matrix3
Data - Creator: proteomics
. —1 --12/09/2021 11:53:06
!Er;lignsity hﬁ&sity iLn';gnsity H;gnsity H-;gnsity hlﬁgnsity ﬁgnsi %hlignsi ﬁgnsi ﬁ&si iLn';gnsi H;gn e Generic matrix u... N ::g:;g,in:roct:\.Uéem\pr?:omics\DowmemS\PmeomiCS\womingWPmt\pm
ntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3 - Proteintaroups.
Type Main Main Main Main Main Main Main Main Main Main Main Main g‘;i:"(s(;“;" values are good.)
1 49761 39388 46026 55446 92985 86040 56524 48011 37187 39143 46536 5623 (- Main columns (18)
2 56881 65733 50497 49403 64210 51405 18633 49141 4019 0 0 7783 &- Categorical columns (3)
3 46043 37649 50397 (30716 |38120 33248 38021 | 35758 37864 | 69519 | 53106 372 ) 12
4 97421 42621 0 10020 24087 22293 62428 45114 0 0 0 563% - Multi-numerical columns (0)
5 13817 | 16070 14791 |9623.9 99385 [11597 19239 |18695 |0 84221 21386 |2453 : g::g:f: Zg;”s ©
6 45115 51405 61944 33272 | 56773 43318 28606 34595 0 0 15006 | 2012 ... Numerical rows (0)
7 71267 71903 92111 62395 76403 103880 | 163630 | 125010 |240850 |254720 |254630 |2743 - Mutti-numerical rows (0)
8 30094 30643 42280 50154 46319 57931 37401 19466 23492 0 0 100€ J
9 0 0 10755 0 10810 11761 15895 24311 15812 12269 15889 231
10 11171 12644 8196.6 13924 12597 10765 0 98584 0 0 0 7903
1" 0 18720 8262.6 0 0 0 81236 73881 154830 | 142640 | 117450 | 7347 “ v
12 69290 68745 98814 168480 152100 170730 34754  2886.6 16025 11597 0 2771
13 0 0 0 0 0 0 0 5131.2 0 0 0 0
14 15460 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 0 0 0 20575 1989.6 0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 177020 | 170¢
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82959 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 36790 15879 16944 0 0 0 0 0 0 =1
24 3455800 1974000 1802000 469870 | 721820 799140 4865100 4693500 2573600 2395800 4671500 4154 = :-
25 585150 | 594660 481630 |507680 |399620 |372290 |34576 38448 26197 32878 28172 274z --_ ~
3,545 tems e o T © @
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Distribution: Basic > Transform > log2(x)

t-Test and ANOVA test require normal distributed data



Perseus

Convert the Statistical Distribution of Intensity Values into a Gau3sche Normal
Distribution: Basic > Transform > log2(x)

t-Test and ANOVA test require normal distributed data

[ session? - Perseus - O X
Fle Tools Window Help
Matrix  Network -
t 8 Fa Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _fy = & ol Basic ~ W F] *
R &9 - Reamange v Fittercolumns ~ Annot.rows v Leaming * Modfications + Extemal v Z . D X Pu Clustering/PCA ~ EEE T w @ Annot. rows ~
AN Normalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [~ ™1 v 2 1D 8 P- A Misc. v +% U @ BEE
Load Processing Analysis Mult-proc Export
e e
matrix1 matix2 matrix3 Z] 1 R “ ‘ -T:LE (=)-matrix3
Data - Creator: proteomics
= - 12/09/2021 11:53:06
%ﬁgnsity Imionsity | intonshty |Intonsity |intensity | insnsity | infonslty |Intonsity |intshsity | intenshty | intonsity |inten= Generic matrixu... ffg;”;g.in:mct:\-Uéers\pmt:c’micsmOcumemswmmics\Worki"g\mme
ntr_1. Cnir_1.. Cntr_2.. Cnir_2.. Cnir_3.. Cntr_3.. Diff1_S.. Diff1_s.. Diff2_S.. Diff2_S.. Diff3_S.. Diff3 - proteinGroups.
Type Main  Main  Main  Main  Main  Main  Main  Main  Main  Main  Main  Main - g::l:y(:% G vaes e good)
1 49761 39388 | 46026 | 55446 | 92985 | 86040 | 56524 48011 |37187 39143 46536 | 5623 & Main columns (18)
2 56881 65733 | 50497 | 49403 64210 51405 18633 49141 4019 |0 0 7783 (#l- Categorical columns (3)
3 46043 |37649 50307 |30716 |38129 |33248 38021 35758 37864 69519 53106 | 372 e 12
4 97421 42621 |0 10020 |24087 22293 (62428 45114 |0 0 0 563% - Multi-numerical columns (0)
5 13817 16070 | 14791 |9623.9 |99385 11597 | 19239 18695 |0 84221 | 21386 | 2453 ::gz::‘r’:‘;as' ZS)WS ©
6 45115 51405 61944 33272 56773 43318 28606 34595 0 0 15006 | 2012 . Numerical rows (0)
7 71267 71903 92111 | 62395 76403 | 103880 | 163630 | 125010 240850 | 254720 254630 | 2743 - Multi-numerical rows (0)
8 30094 30643 42280 50154 46319 | 57931 37401 | 19466 23492 |0 0 100€
9 0 0 10755 |0 10810 | 11761 | 15895 | 24311 | 15812 | 12269 | 15889 | 2311
10 11171 12644 81966 | 13924 12597 | 10765 O 98584 |0 0 0 7903
1 0 18720 |82626 |0 0 0 81236 | 73881 | 154830 | 142640 | 117450 |7347 < >
12 69290 | 68745 98814 168480 152100 170730 34754 28866 16025 11597 0 2777
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 | 14974 21132 (29841 31989 |36366 | 19429 (19312 |0 58375 18493 | 2693
15 30662 31053 37848 |0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 197570 | 181550 | 177020 |170€
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 69189 82050 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 |53894 | 32789 |39184 49002 79660 | 17862 | 17652 |21754 25096 | 25159 | 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 | 22470 36790 |15879 16944 |0 0 0 0 0 0
24 3455300 | 1974000 1802000 469870 721820 799140 4865100 4693500 2573600 2395800 4671500 4154
25 585150 |594660 | 481630 |507680 | 399620 |372200 | 34576 |38448 | 26197 |32878 | 28172 |2742 ~
3,545 tems P, vA . o
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Perseus

Convert the Statistical Distribution of Intensity Values into a Gau3sche Normal

Distribution: Basic > Transform > log2(x)

t-Test and ANOVA test require normal distributed data

:'i session] - Perseus
Fle Tools Window Help
Matrix  Network
t 5 B Basic ~| Fiterrows ~ Annot.columns ~ ™ series ~ DEanalysis ~ lsobaric Labeling ~ P> Visualization ~ _ | &= & ol Basic ~ W
SRl - | Modfications ~ Extemal ~ Z. [l < 2D X Pu Clustering/PCA ~ F32 $* & @ | Annot.rows ~
a | Tansiom b cueng - 0 ™ 7 5 1p W 0 A Msc. - oF fix B A@E@
Load = Combine main columns rocessing Analysis Mutt-proc
m i CoILl All values in the specified I BEREX X BEE
Data [ Row comelation i
Summary statistics (columns) h';gnsity h\lignsi h\ﬁgmsi ﬁglsi ﬁglsi hﬁg\si :?1';81 3 Generic matrix u...
:ntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S... Diff3
Type Summary statistics (rows) Aain Main Main Main Main Main Main
1 7._ ' Quanties f6040 56524 | 48011 37187 39143 | 46536 562f |
2 i 1405 | 18633 49141 4019 0 0 7783
3 1M Density estimation 13248 38021 |35758 |37864 |69519 53106 | 372¢
4 / T 12293 62428 45114 |0 0 0 5635
5 1597 19239 | 18695 |0 84221 21386 | 2453 :
6 Combine rows by identifiers 13318 | 28606 34595 |0 0 15006 | 2012
7 | & Clone 103880 | 163630 | 125010 | 240850 |254720 |254630 2743
8 ) i7931 37401 | 19466 23492 |0 0 100€
9 L Add noise 11761 |15895 |24311 [15812 | 12269 | 15889 | 2311
10 11171 12644 81966 |13924 |12507 10765 |0 98584 |0 0 0 7903
11 0 18720 |82626 |0 0 0 81236 73881 | 154830 | 142640 | 117450 | 7347
12 69290 | 68745 98814 | 168480 152100 170730 34754 28866 |16025 11597 0 2777
13 0 0 0 0 0 0 0 51312 |0 0 0 0
14 15460 | 14974 21132 29841 31989 36366 19429 19312 0 58375 18493 2693
15 30662 31053 37848 |0 0 0 20575 19896 |0 0 0 0
16 0 0 0 0 0 0 75787 88142 | 197570 | 181550 | 177020 | 170€
17 0 0 0 0 0 0 0 0 0 0 0 0
18 0 0 0 0 0 0 32739 62711 | 69189 | 82950 62476 3671
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 |53894 32789 39184 49002 |79660 | 17862 | 17652 | 21754 25996 | 25159 | 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 | 25408 22470 36790 15879 16944 |0 0 0 0 0 0
24 3455800 | 1974000 | 1802000 469870 |721820 799140 | 4865100 4693500 2573600 2395800 4671500 4154
25 535150 | 594660 |481630 507680 | 399620 | 372290 |34576 38448 26197 32878 28172 |274Z
3545 tems 100% v T

(-

Export

[=)- matrix3

- Creator: proteomics
--12/09/2021 11:53:06

- Origin: C:\Users\proteomics\Documents\Proteomics\Working‘txt Prot \prc
- File: proteinGroups txt

- Quality: (small values are good.)
- Rows (3,545)

- Main columns (18)

- Categorical columns (3)

- String columns (5)

- Numerical columns (12)

- Multi-numerical columns (0)

- Categorical rows (0)

- String rows (0)

- Numerical rows (0)

- Multi-numerical rows (0)

o I O W
[+

Version 1.6.15.0 .:




Perseus

b

Convert the Statistical Distribution of Intensity Values into a Gau3sche Normal
Distribution: Basic > Transform > log2(x)

t-Test and ANOVA test require normal distributed data

[ session? - Perseus - O X
Fle Tools Window Help
Matrix  Network
t B \_, Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _ | &= & ol Basic ~ W F] *
R . Reamange v Fittercolumns ~ Annot.rows v Leaming » Modfications ~ Extemal v Z . <D X Pu Clustering/PCA ~ EEE T & @ Annot. rows ~
AW Nomalization ~ Qualty  Tests ~ Ouliers ~ WGCNA v Clustering ~ 1) [ ™1 ¢ &3 1D &8 0 A Misc. + 4% Uk W 2 6] i i
Load Processing Analysis Muiti-proc. Export
e e ——
matrix1 matix2 matrix3 E {1 & “ ‘ .t@ B'-m:atrix3
Data 1 Creator: proteomics
; = - 12/09/2021 11:53:06
F F F F F F F F F F F F . Origin: C: i i i
inonsity | imtonslty | Intonsity |imensity | intensity | intonsity h\l&si Eﬁtgnsi hltgnsi hm;gasi hm;gmsi !?1;81 - Generic matrix u... -~ Origin: C:\Users proteomics \DocumentsProteomics \Working \txtProt prc
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S.. Diff3 ;"'H'& P“’te'“GmUPsm
Type Main Main Main Main Main Main Main Main Main Main Main Main g::,l:yé (;“;" values are good.)
1 49761 39388 | 46026 55446 | 92985 86040 56524 48011 37187 39143 46536 5623 .v Main c0|;1mns (19)
g ; A n
3 | d Transform O X
4 Cancel Output @ oK
5
g Transfomation ||°gp_(x) l A
7 Columns LFQ intensity Crtr_1_51-C1_1_6427 LFQ intenstty Crtr_1_S1-C1_1_6427 N
g LFQ intensity Cntr_1_51-C2_1_6428 LFQ intensity Crtr_1_51-C2_1_6428
9 LFQ intensity Cntr_2_S51-C3_1_6429 LFQ intensity Cntr_2_S1-C3_1_6429 t
LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2_S1-C4_1_6430
E LFQ intensity Cntr_3_S1-C5_1_6431 LFQ intensity Cntr_3_S1-C5_1_6431 ¢
1 LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3_S1-C6_1_6432 . kd
1 LFQ intensity Diff 1_S1-A7_1_6409 LFQ intensity Diff 1_S1-A7_1_6409
p LFQ intensity Diff 1_S1-A8_1_6410 LFQ intensity Diff1_S1-A8_1_6410
LFQ intensity Diff2_S1-A10_1_6412 LFQ intensity Diff2_S1-A10_1_6412
L LFQ intensity Diff2_S1-AS_1_6411 LFQ intensity Diff2_S1-AS_1_6411
1 LFQ intensity Diff3_S1-A11_1_6413 LFQ intensity Diff3_S1-A11_1_6413
1 LFQ intensity Diff3_S1-A12_1_6414 LFQ intensity Diff 3_S1-A12_1_6414 v v
1 Cancel Output o |—|0K
19 0 0 0 0 0 0 0 0 0 0 0 0
20 0 0 0 0 0 0 0 0 0 0 0 0
21 52107 53894 32789 |39184 49002 79660 17862 17652 21754 25996 25159 1957
22 0 0 0 0 0 0 0 0 0 0 0 0
23 29073 25408 22470 | 36790 15879 16944 0 0 0 0 0 0 -
24 3455800 1974000 1802000 469870 721820 799140 | 4865100 4693500 2573600 2395800 4671500 4154 - ;—
25 585150 |594660 |481630 507680 |399620 372290 |34576 38448 26197 32878 28172 2742 --_ -
3545 tems 100% <l T ‘ €
- h Version 1.6.15.0 .:




Perseus

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

'n:'l



Perseus T

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

[d sessionl - Perseus - O X

Fle Tools Window Help

Matrix  Network -
t 8 \_, Basic ~ Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _f &= & ol Basic ~ W FI i
R - Reamange ~ Fittercolumns v Annct.rows ~ Leaming ~ Modfications ~ Extemal + Z . 2D X Pu Clustering/PCA ~ §§§ T $ @ Annot. rows v
A N Nommalization ~ Quality ~ Tests ~ Outers + WGCNA ~ Clustering ~ I(x) | ™1 v 2 1D 8 P- A Misc. v o+ Ol @ s BEE
Load Processing Analysis Mult-proc. Export
|
matrix] matix2 matrix3  matrixd BEEE X B | = matrixd
Data I - Creator: proteomics
. = --12/09/2021 11:53:06
eyl Dby fenon ey Db sy ey Gy Hey ety e | emwegu S e e e kg et
Type Main  Main  Main  Main  Main  Main  Main  Main  Main  Main  Main  Main - gﬁfﬂ?@ (;“5‘3)" values are good.)
1 15.6027 | 15.2655 | 15.4902 |15.7588 |16.5047 |16.3927 | 15.7866 | 155511 |15.1825 |15.2565 K 15.5061 |15.7° £i)- Main columns (18)
2 157957 16.0043 156239 155923 | 159705  15.6496 14.1856 | 155846  11.9726 K NaN NaN 16.2. Filter rows based... - Categorical columns (3)
3 154007 | 152003 | 15621 |14.9067 | 152186 |15.021 | 152145 15126 | 152085 |16.0851 A 15.6966 | 15.1¢ S: ﬁ::]ge::a'f:;zﬂs -
4 1325 | 12.0573  NaN 132906 14556 | 14.4443 12,608 |12.1394  NaN NaN NaN 12.41 . Multi-numerical columns (0)
5 137542 | 13.9721 |13.8524 | 13.2324 | 132788 |13.5015 | 14.2317 |14.1904 | NaN 13.04 143844 145! - g;t::m‘:‘ :8;"’3 ©
6 154613 | 15.6496 159187 | 15.022 |157929 | 15.4027 14.804 |15.0783 |NaN NaN 13.8733 | 14.2: .. Numesical rows (0)
7 16.1209 | 16.1338 | 16.4911 159291 |16.2213 | 16.6646 K 17.3201 |16.9317 |17.8778 |17.9586  17.958 |18.01 - Multi-numerical rows (0)
8 14.8772 149033 153677 156141 154993 15822  11.8689 | 14.2487 145199  NaN NaN 13.2!
9 NaN  |NaN 133927 |NaN | 13.4001 | 135217  13.9563 |14.5693 | 13.9487 | 135827 | 13.9557 | 14.4!
10 13.4475 136262 13.0008 137653 | 13.6208  13.3941  NaN 13.2671 | NaN NaN NaN 12.9.
1 NaN 14.1923 | 13.0124 | NaN NaN NaN 16.3098 | 16.1729 | 17.2403 | 17.122 | 16.8417 |16.11 < >
12 16.0804 | 16.069 | 16.5924 | 17.3622 |17.2147 17.3814 11763 114952 |13.968 | 135015  NaN 11.4;
13 NaN NaN NaN NaN NaN NaN NaN 12.3251 | NaN NaN NaN NaN
14 13.9163 | 13.8702 143671 | 14.865 |14.9653 | 15.1503 K 14.2459 | 14.2372 |NaN 125111 | 14.1747 147
15 14.9042 | 14.9224 | 152079 |NaN NaN NaN 11.0067 | 10.9583 | NaN NaN NaN NaN
16 NaN NaN NaN NaN NaN NaN 16.2097 164275 17592 1747 | 17.4336  17.3i
17 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
18 NaN NaN NaN NaN NaN NaN 14.9987 159364 16.0783 16.3401 15931 | 15.1
19 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
20 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
21 15.6692 | 157178 |15.0009 | 15258 |15.5806 | 16.2816 K 14.1246 |14.1075 |14.409 | 14666 | 14.6188 |14.2!
22 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
23 14.8274 | 14633 | 144557 (15167 |13.9548 | 14.0485 | NaN NaN NaN NaN NaN NaN
24 217206 209127 (207812 18.8419 19.4613 19.6081 22214 221622 212954 211921 |22.1555  21.9i
25 19.1584 |19.1817 |18.8776 |18.9536 |18.6083 |18.5061 | 15.0775 |15.2306 |14.6771 |15.0048 14782 |14.7. ~
3,545 tems e T‘ o ©u

Version 1.6.15.0 .:




Perseus

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

3} .
| d session1 - Perseus

Fle Tools Window Help
Matrix  Network
t B \_, Basic ~ Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _f &= & ol Basic ~ W
E % B Reamange ~ Filter columns Annot.rows ~ Leaming v Modffications $ 2D X Pu Clustering/PCA ~ £35 v & @ Annot. rows ~
AN Normalization ~ Quality ~ )P A Misc. v 4% ¢ @ o BEE
Load ) Categorical annotation rows Analysis Multi-proc.
[ |
matrix] matrix2 matix3 matrixd \l Comelate BEER X EF
Data L, L
,(L?E%n-s{ty 'cL':’E%"_S{W 'cL':’E%"_S = . Managethe ca'tegoncal anny, ﬁf%i,g E’?f%i'? E]?f% | Generic matrixu...
Type Main Main Main x _ grouplng that - later US&d - Main Main Main
1 15.6027 | 15.2655 | 15.49 Join terms in categorical row 25 (152565 155061 157
2 15.7957 16.0043 | 15.62 26 | NaN NaN 16.2: Filter rows based...
3 15.4907 | 152003 | 15.62 Extract to matrix 85 |16.0851 |15.6966 | 15.1:
4 13.25 12.0573 NaN - g 8 i . NaN NaN 12.41
5 13.7542 1 13.9721 |13.8524 |13.2324 | 13.2788 | 13.5015 |14.2317 | 14.1904 |NaN 13.04 143844 145!
6 15.4613 | 156496 159187 15.022 15.7929 154027 14804 15.0783 NaN NaN 13.8733 142!
7 16.1209 | 16.1338 | 16.4911 | 159291 ' 16.2213  16.6646 |17.3201 | 16.9317 17.8778 |17.9586 | 17.958 18.01
8 148772 149033 153677 |15.6141 154993 | 15.822 11.8689 14.2487 145199 | NaN NaN 132
9 NaN  |NaN  |133927 |NaN | 134001 135217 |13.9563  14.5603  13.0487 |13.5827 |13.9557 | 14.4!
10 13.4475 13.6262  13.0008 13.7653 ' 13.6208  13.3941 NaN 13.2671 NaN NaN NaN 12.9.
1" NaN 141923 1 13.0124 | NaN NaN NaN 16.3098 | 16.1729 | 17.2403 |17.122 16.8417 16.11
12 16.0804 16.069 16.5924 17.3622 17.2147 173814 11.763 11.4952 13.968 13.5015 NaN 11.4.
13 NaN NaN NaN NaN NaN NaN NaN 12.3251 | NaN NaN NaN NaN
14 13.9163 13.8702 143671 | 14.865 149653 151503 142459 142372 NaN 125111 141747 147
15 149042 1149224 152079 |NaN NaN NaN 11.0067 | 10.9583 | NaN NaN NaN NaN
16 NaN NaN NaN NaN NaN NaN 16.2097 16.4275 17.592 17.47 17.4336 | 17.3!
17 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
18 NaN NaN NaN NaN NaN NaN 14.9987 15.9364 | 16.0783  16.3401  15.931 15.11
19 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
20 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
21 15.6692 157178 | 15.0009 |15.258 15.5806 | 16.2816 | 14.1246 |14.1075 | 14.409 14.666 14.6188 | 14.2!
22 NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN NaN
el 148274 14633 14.4557 | 15.167 13.9548 1 14.0485 ' NaN NaN NaN NaN NaN NaN
24 217206 209127 |20.7812 |18.8419 | 194613 | 19.6081 22214 221622  21.2954 '21.1921 ' 22.1555 21.9
25 19.1584 1 19.1817 | 18.8776 | 189536 | 18.6083 | 18.5061 |15.0775 152306 146771 |15.0048 14782 14.7.
3545 ftems - " : I =

[

Export

i 0w O W

[=)-mat
- Creator: proteomics

-+ 12/09/2021 11:53:06

- Origin: C:\Users\proteomics\Documents\Proteomics\Working\txt Prot \prc

- File: proteinGroups txt

- Quality: (small values are good.)

- Rows (3.545)

- Main columns (18)

- Categorical columns (3)

- String columns (5)

- Numerical columns (12)

- Multi-numerical columns (0)

- Categorical rows (0)

- String rows (0)

- Numerical rows (0)

- Multi-numerical rows (0)

rixd
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Perseus i

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

[d sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network -
t 8 \_, Basic ~ Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _f &= & ol Basic ~ W FI i
R - Reamange ~ Fittercolumns v Annct.rows ~ Leaming ~ Modfications ~ Extemal + Z . 2D X Pu Clustering/PCA ~ E§§ T & @ Annot. rows v
AN Nommalization ~ Quality ~ Tests ~ Outers + WGCNA ~ Clustering ~ I(x) | ™1 v 2 1D 8 P- A Misc. v o+ Ol @ s i Jei i
Load Processing Analysis Multi-proc. Export
I
matrix1 matrix2 matix3 matrixd BEER X EF =) matrixd
Data i i Creator: proteomics
= -12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ = . Origin: C: i i i
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u... grgm.C.§Users&>mteomucs\Documerds\Proteomucs\Workmg\mProt\ort
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3 w.pwtennGmups.txt
Type Main Main Main Main Main Main Main Main Main Main Main Main ;mQualrky: (small values are good.)
1 i d Categorical annotation rows — O X
2 Cancel Output @l ok
3
i A
. Action Create o
5 Row name SB
6
Values i
7
3 Keys Values |
: 1 LFQ intensity Cntr_1_S1-C1_1_6427 LFQ intensity Cntr_1
10
™ 2 LFQ intensity Cntr_1_S1-C2_1_6428 LFQ intensity Cntr_1 >
12 3 LFQ intensity Cntr_2_S1-C3_1_6429 LFQ intensity Cntr_2 )
13 4 LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2
14 5 LFQ intensity Cntr_3_S1-C5_1_6431 LFQ intensity Cntr_3
= 6 LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3
16
17 7 LFQ intensity Diff1_S1-A7_1_6409 LFQ intensity Diff1
18 Ll — 7.
19 18items 1 selected 100% v 1
20
21 v
= Cancel Output @l ok |
23 14.8274 | 14633 | 144557 |15.167 | 13.9548 | 14.0485 |NaN NaN NaN NaN NaN NaN —
24 217206 1 20.9127 20.7812 | 18.8419 | 19.4613 | 19.6081 |22.214 |22.1622 '21.2954 21.1921 221555 |21.9
25 19.1584 | 19.1817 |18.8776 |18.9536 | 18.6083 | 18.5061 | 15.0775 | 152306 | 14.6771 |15.0048 |14.782 | 147. ~
3545 items prev— T‘ ’ @ &
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Perseus i

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

[d sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network -
t 8 \_, Basic ~ Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _f &= & ol Basic ~ W FI i
R - Reamange ~ Fittercolumns v Annct.rows ~ Leaming ~ Modfications ~ Extemal + Z . 2D X Pu Clustering/PCA ~ E§§ T & @ Annot. rows v
AN Nommalization ~ Quality ~ Tests ~ Outers + WGCNA ~ Clustering ~ I(x) | ™1 v 2 1D 8 P- A Misc. v o+ Ol @ s i Jei i
Load Processing Analysis Multi-proc. Export
I
matrix1 matrix2 matix3 matrixd BEER X EF =) matrixd
Data i i Creator: proteomics
= -12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ = . Origin: C: i i i
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u... grgm.C.§Users&>mteomucs\Documerds\Proteomucs\Workmg\mProt\ort
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3 w.pwtennGmups.txt
Type Main Main Main Main Main Main Main Main Main Main Main Main ;mQualrky: (small values are good.)
1 i d Categorical annotation rows — O X
2 Cancel Output @l ok
3 Adti ) ~
4 on Create v
5 Row name SB
6
Values v
7
3 Keys Values |
: 1 LFQ intensity Cntr_1_S1-C1_1_6427 LFQ intensity Cntr_1
10
™ 2 LFQ intensity Cntr_1_S1-C2_1_6428 LFQ intensity Cntr_1 >
12 3 LFQ intensity Cntr_2_S1-C3_1_6429 LFQ intensity Cntr_2 )
13 4 LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2
14 5 LFQ intensity Cntr_3_S1-C5_1_6431 LFQ intensity Cntr_3
= 6 LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3
16
17 7 LFQ intensity Diff1_S1-A7_1_6409 LFQ intensity Diff1
18 Ll — 7.
19 18items 1 selected 100% v 1
20
21 v
= Cancel Output @l ok |
23 14.8274 | 14633 | 144557 |15.167 | 13.9548 | 14.0485 |NaN NaN NaN NaN NaN NaN —
24 217206 1 20.9127 20.7812 | 18.8419 | 19.4613 | 19.6081 |22.214 |22.1622 '21.2954 21.1921 221555 |21.9
25 19.1584 | 19.1817 |18.8776 |18.9536 | 18.6083 | 18.5061 | 15.0775 | 152306 | 14.6771 |15.0048 |14.782 | 147. ~
3545 items prev— T‘ ’ @ &
Version 1.6.15.0 .:




~erseus i

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

[d sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network -
t 8 \_, Basic ~ Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _fj = & vl Basic ~ W ﬂ i
R - Reamange ~ Fittercolumns v Annct.rows ~ Leaming ~ Modfications ~ Extemal + Z . 2D X Pu Clustering/PCA ~ E§§ T & @ Annot. rows ¥
A N Nomalization ~ Quality ~ Tests ~ Outiers ~ WGCNA ~ Clustering ~ I(x) | ™1 v 2 1D &8 P- A Misc. v o4 i @ - 83
Load Processing Analysis Multi-proc. Export
. |
matix] matix2 matrix3 matrixd ZHX$$ ":@ =) matrixé
Data i i Creator: proteomics
= -12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ &5| . Origin: C: i i i
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u... %ngn.C.§Users\>roteomucs\Documerds\Proteomucs\Workmg\mProt\ort
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3 'e-Pm‘e'”GmUps-tx‘
Type Main Main Main Main Main Main Main Main Main Main Main Main ;»»»Quallky: (small values are good.)
1 i d Categorical annotation rows — O X
2 Cancel Output @l ok
3 M' 1 A
4 on Create v
5 Row name SB
6
Values v
7
3 Keys Values »
: 1 LFQ intensity Cntr_1_S1-C1_1_6427 LFQ intensity Cntr_1
10
™ 2 LFQ intensity Cntr_1_S1-C2_1_6428 LFQ intensity Cntr_1 >
12 3 LFQ intensity Cntr_2_S1-C3_1_6429 LFQ intensity Cntr_2
13 4 LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2
14 5 LFQ intensity Cntr_3_S1-C5_1_6431 LFQ intensity Cntr_3
= 6 LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3
16
17 7 LFQ intensity Diff1_S1-A7_1_6409 LFQ intensity Diff1
18 il — 7.
19 18items 1 selected 100% v 1
20
21 v
= Cancel Output @l ok |
23 148274 | 14633 14.4557 | 15.167 13.9548 | 14.0485 NaN NaN NaN NaN NaN NaN e
24 217206 120.9127 207812 |18.8419 19.4613 |19.6081 22214 221622 ' 21.2954 21.1921 221555 21.9i
25 19.1584 1 19.1817 | 18.8776 |18.9536 | 18.6083 | 18.5061 |15.0775 |15.2306 | 14.6771 |15.0048 | 14.782 14.7. _
3545 ftems prewn <l . 1 ’ ©
Version 1.6.15.0 .:




~erseus i

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

[d sessionl - Perseus - O X
Fle Tools Window Help
Matrix  Network
t 8 \_, Basic ~ Fiterrows ¥ Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _fj = & vl Basic ~ W ﬂ i
R - Reamange ~ Fittercolumns v Annct.rows ~ Leaming ~ Modfications ~ Extemal + Z . 2D X Pu Clustering/PCA ~ E§§ T & @ Annot. rows ¥
Al Nomnalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) | ™0 ¢ 1 1D &8 P- A Misc. v o+ Ol @ s i Jei i
Load Processing Analysis Multi-proc. Export
. |
matrix] matix2 matrix3 matrixd ZHX$$ ":@ - matrixd
Data i - Creator: proteomics
=1 i 12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ &5| L. Origin: C: i : ;
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u... %ngn.C.§Users\>roteomucs\Documerds\Proteomucs\Workmg\mProt\ort
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3 w.pmtennGmups.txt
Type Main Main Main Main Main Main Main Main Main Main Main Main ;»»»Quallky: (small values are good.)
1 i d Categorical annotation rows — O X
2 Cancel Output @l oK
3 M' 1
4 on Create
; g T epeats have the same value
6
Values v
7
3 Keys Values »
: 1 LFQ intensity Cntr_1_S1-C1_1_6427 LFQ intensity Cntr_1
10
™ 2 LFQ intensity Cntr_1_S1-C2_1_6428 LFQ intensity Cntr_1 >
12 3 LFQ intensity Cntr_2_S1-C3_1_6429 LFQ intensity Cntr_2
13 4 LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2
14 5 LFQ intensity Cntr_3_S1-C5_1_6431 LFQ intensity Cntr_3
= 6 LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3
16
17 7 LFQ intensity Diff1_S1-A7_1_6409 LFQ intensity Diff1
18 il — 7.
19 18items 1 selected 100% v 1
20
21 v
= Cancel Output @l ok |
23 14.8274 | 14633 | 144557 |15.167 | 13.9548 | 14.0485 |NaN NaN NaN NaN NaN NaN —
24 217206 1 20.9127 20.7812 | 18.8419 | 19.4613 | 19.6081 |22.214 |22.1622 '21.2954 21.1921 221555 |21.9 —
25 19.1584 | 19.1817 |18.8776 |18.9536 | 18.6083 | 18.5061 | 15.0775 | 152306 | 14.6771 |15.0048 |14.782 | 147. ~
3545 ftems prev— . 1 ’ ©
Version 1.6.15.0 .:




Perseus T

Sample Grouping (technical and biological replicates !): Annot. Rows >
Categorical Annotation Row

:'2 session - Perseus — O X
Fle Tools Window Help
Matrix  Network -
t B \_, Basic ~ Fiterrows ~ Annot.columns ~ Imputation v Time series ~ DE analysis ~ lsobaric Labeling ~ P> Visualization ~ _ |y &= & ol Basic ~ W ﬂ i
R “ BB | Reamange -~ Fitercolumns ~ Annot.rows ~ Leaming ~ Modfications ~ Extemal ~ Z [l < 2D X Pu Clustering/PCA ~ 32 t* & @ | Annot.rows ~
AN Nomnalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) | ™0 ¢ 1 1D &8 P- A Misc. ~ +% O @ BEE
Load Processing Analysis Multi-proc. Export
matrix] matix2 matrix3  matrixd BEER X EF = matrix4
Data i Creator: proteomics
; . J -12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ == .. Oriain: C: i : :
intensity intensity | intensity intensity intensity intensity intensity intensity intensity intensity intensity inten —| Generic matrix u... ong,m'c'\fusers\pmeomlcsmocumems\PmeomICS\WOkmgmPMWC
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S.. Diff3 "'2'6-lpr°1?n<3:ruplsm "
. . . . . . . . . = z z - Quality: (small values are good.
Type ‘ Main Main Main Main Main Main Main Main Main Main Main Main matrix1 . Rows (3.545)
1 1 am . .
5 \ y | d Categorical annotation rows — O X
3 [ 1 Cancel | Output = -
s oz ] Repeats have the same value
2 E Row name Is )
6 1 Val .
= b alues v
8 1 Keys Values v
9 N ( o ——
| 10 LFQ intensity Diff2_S1-A9_1_6411 LFQ intensity Diff1
10 1
= ﬁ il LFQ intensity Diff3_S1-A11_1_6413 LFQ intensity Diff1 >
12 E 12 LFQ intensity Diff3_S1-A12_1_6414 LFQ intensity Diff1
13 ‘T\ 13 LFQ intensity DiffHyp1_S1-A1_1_6403 LFQ intensity DiffHyp1
14 1 14 | LFQ intensity DiffHyp1_S1-A2_1_6404 LFQ intensity DiffHyp1
15 b 15  LFQ intensity DiffHyp2_S1-A3_1_6405 LFQ intensity DiffHyp1 P
16 | ) 16 | LFQ intensity DiffHyp2_S1-A4_1_6406 LFQ intensity DiffHyp1
17 N = ; 2 ; o 4
18 N ||
19 ﬁ 18items 6 selected 100% v |1
20 N
21 1
22 N ‘ _— v
23 \ 1 Cancel | Output ‘ ml oK |
24 1217206 209127 207812 |188419 |19.4613 |19.6081 22214 221622 212954 |211921 221555 219 —
25 l 19.1584 A 19.1817 A 18.8776 | 18.9536 A 18.6083 A 18.5061 A 15.0775 | 15.2306 A 14,6771 A 15.0048 A 14.782 A 14.7. | - .
3,545 items 0% w1 B @3
Version 1.6.15.0 .:




Perseus L

Data Quality: Filter Rows > Filter rows based on valid numbers

[l session1 - Perseus - O X
File Tools Window Help
Matrix  Network -
t B \_, Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series v DE analysis ~ Isobaric Labeling ~+ P> Visualization ~ _fj 5 & ol Basic ~ W ﬂ b
R & - Reamange ~ Fitercolumns ~ Annot.rows v Leaming ~ Modfications ~ Extemal ~ Z. . <020 x_ Pu Clustering/PCA ~ EEE ) & @ Annot. rows ~
AN Normalization ~ Qualty ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™1 ¢ i3 1D &8 P- A Misc. » % ¢ @ = i v e
Load Processing Analysis Multi-proc. Export
] ] |
matrix3 matix4 matrix5 matrix6 matix7 matix8 matrix9 matrix10 matrix11 matrix12 matrix13 matix14 matrix15 matrix16 matrix17 PTIEEOX$ "'ﬁ_@ | ©matrix17
Data - Creator: proteomics
- = --12/09/2021 11:53:.06
H;gnsity H;Snsity H;gnsity H;gnsity H;gnsity h\ﬁgnsity iLn';gnsi iLn';gnsi iLn';gnsi iLn';gnsi H;gnsi H;gn = Generic matrix u... ::g:ieg_in;oct:\.Uéers\pmt:omicsmocumems\PmteomiCS\WO'king\mPmt\om
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2_. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S.. Diff3 - Proteinianoups.
Type Main  Main  Man  Main  Main  Man  Main  Main  Man  Man  Main  Main 3 ngvl:y(s (;:156)“ values are good )
S1B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ (- Main columns (18)
S1B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ [#- Categorical columns (3)
S1B3 | LFQin. LFQin. LFQin. LFQin.. LFQin.. LFQin.. LFQin. LFQin.. LFQin. LFQin. LFQin. LFQ 8: fmin":a"l’:;m?s 12
S2 B1 LFQin... LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ - Multi-numerical columns (0)
$2B2 LFQin.. LFQin. LFQin.. LFQin. LFQin. LFQin.. LFQin. LFQin. LFQin.. LFQin. LFQin. LFQ Ug::g:;as'(fg;"s (13
$2B3 | LFQin. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin.. LFQin.. LFQin.. LFQ - Numerical rows (0)
S3B1 LFQin... LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ - Multi-numerical rows (0)
S3 B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2 LFQin... LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ < >
S3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ ]
S1T LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
' 1 15.6027 | 15.2655 | 154902 157588 | 16.5047 |16.3927 | 15.7866 | 155511 |15.1825 | 15.2565 |155061 | 15.7
2 15.7957 1 16.0043 15.6239 155923 | 159705 15.6496 14.1856 | 155846  11.9726 |NaN NaN 16.24
3 15.4907 | 15.2003 |15.621 14.9067 | 15.2186 |15.021 15.2145 | 15.126 15.2085 | 16.0851 | 156966 | 15.1:
4 13.25 12.0573 | NaN 13.2906 14556 | 14.4443 12608 12,1394 NaN NaN NaN 12.41
5 13.7542 1 13.9721 |13.8524 | 13.2324 | 13.2788 |13.5015 | 14.2317 |14.1904 | NaN 13.04 14.3844 | 145
6 15.4613 156496 15.9187 15.022 15.7929 154027 14.804 15.0783 NaN NaN 13.8733 | 14.2!
7 16.1209 | 16.1338 | 16.4911 | 159291 ' 16.2213 | 16.6646 | 17.3201 |16.9317 17.8778 | 17.9586 |17.958 18.01
8 148772 149033 153677 15.6141 | 154993 15822  11.8689 | 14.2487 145199 | NaN NaN {32
9 NaN NaN 13.3927 | NaN 13.4001 | 13.5217 | 13.9563 | 14.5693 |13.9487 135827 | 13.9557 |14.4!
10 13.4475 13.6262 13.0008 13.7653 | 13.6208  13.3941 NaN 13.2671 NaN NaN NaN 12.9
1" NaN 141923 1 13.0124 ' NaN NaN NaN 16.3098 | 16.1729 | 17.2403 | 17.122 16.8417 |16.1
12 16.0804 16.069  16.5924 17.3622 |17.2147 17.3814 11.763 11.4952 13.968 13.5015 NaN 11.4. | -
= — Categorical anno... ;
3,545 tems 100% v 1 -
Version 1.6.15.0 .:




Perseus L

Data Quality: Filter Rows > Filter rows based on valid numbers

[l session1 - Perseus - O X
File Tools Window Help
Matrix  Network -
t B Basic -| Filterrows ~| Annot. columns ~ Imputation ~ Time seriesis + Isobaric Labeling ~ P> Visualization ~ _fj 5 & ol Basic ~ W H i
R “s B | Rearay ¥ Fiter rows based on categorical column canal ~ Z [l 2D X P Clustering/PCA ~ f8 t* & @ | Annot.rows ~
%N Normal Filter rows based on numerical/main column ke- My iDEr A Msc. - oF i @ i Qv ‘
Load Analysis Multi-proc. Export
—— Fiter rows based on text column I e e
matrix3  matrixd matrix5||. Fiter rows based on valid values |r13 matiix14 matix15 matix16 matix17 IDHEETE R X = | ©matrix17 '
Data - Creator: proteomics
. - Filter rows based on duplicate values m = --12/09/2021 11:53:06
h\ﬁglsity Fiter : : : iLn';gnsi iLn';gnsi iLnﬁgnsi H;gnsi H:Sn ) e — ----Origin:C:\_Users\proteomics\Documents\Proteomics\Working\tx!Prot\orc
Cntr_1.. Rows of the matrix are filtered to contain at Diff1_sS.. Diff2_S... Diff2_S... Diff3_S... Diff3 - File: proteinGroups txt
Type Main §m that are valid in the specified way. Main Main Main Main Main gzj::yw(;‘;“ values are good.)
S1B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin. LFQin. LFQin. LFQin.. LFQ 4 Main columns (18)
s1B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ - Categorical columns (3)
S1B3 | LFQin. LFQin. LFQin. LFQin.. LFQin.. LFQin.. LFQin. LFQin.. LFQin. LFQin. LFQin. LFQ gff:;:’:a"l’:;m?s 12
S2B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin. LFQin.. LFQ ... Multiumerical columns (0)
S2B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ Ug::g:;as'(’g;’s (13)
s2B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin. LFQin. LFQ - Numerical rows (0)
S3B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ - Muti-numerical rows (0)
S3B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin. LFQin. LFQ
s3B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin. LFQin. LFQin. LFQ
s2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin.. LFQ < >
s3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ |
S1T1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
1 15.6027 | 15.2655 |15.4902 |15.7588 |16.5047 | 16.3927 157866 | 155511 |15.1825 | 152565 | 155061 |15.7
2 157957 | 16.0043 156239 155923 159705 156496 14.1856 155846 119726 NaN NaN | 162
3 | 15.4907 |15.2003 | 15621 |14.9067 | 152186 |15.021 |152145 15126 | 152085 |16.0851 | 15.6066 | 15.1:
4 1325 120573 NaN 132906 14556 144443 12608 121394 NaN | NaN | NaN | 12.41
5 137542 |13.9721 |13.8524 | 132324 132788 | 135015 |14.2317 | 141904 NaN | 13.04 | 143844 | 145
6 154613 | 156406 | 159187 |15.022 157929 154027 14804 150783 NaN | NaN 13.8733 |14.2!
7 16.1200 | 16.1338 | 16.4911 |15.9291 |16.2213 | 16.6646 | 17.3201 | 16.9317 |17.8778 |17.9586 |17.958 |18.01
8 148772 | 14.9033 | 153677 | 156141 154993 15822 118680 142487 145199 NaN  NaN | 132!
9 'NaN  |NaN  |133927 |NaN | 134001 | 135217 139563 | 145693 | 13.9487 | 135827  13.9557 | 14.4!
10 134475 136262 13.0008 137653 136208 133941 NaN 132671 NaN | NaN | NaN | 129
11 NaN 141923 130124 |NaN  |NaN  |NaN | 163008 | 161729 17.2403 |17.122 | 16.8417 | 16.1t
12 16.0804 |16.069 | 165024 173622 17.2147 |17.3814 11763 114952 13968 135015 NaN 114 | ;;
L .- | Categorical anno.. ;
3,545 tems 100% v 1 -
Version 1.6.15.0 .:




Perseus L

Data Quality: Filter Rows > Filter rows based on valid numbers

[l session1 - Perseus - O X
File Tools Window Help
Matrix  Network -
t B \_, Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series v DE analysis ~ Isobaric Labeling ~+ P> Visualization ~ _fj 5 & ol Basic ~ W ﬂ b
R & . Reamange ~ Fitercolumns ~ Annot.rows v Leaming ~ Modfications ~ Extemal ~ Z. . <020 x— Pu Clustering/PCA ~ EE’,’E ) & @ Annot. rows ~
AN Normalization ~ Qualty ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™1 ¢ i3 1D &8 P- A Misc. v 4% ¢ Wy s BEE
Load Processing Analysis Muiti-proc. Export
e
matrix3 matrix4 matix5 matrix6 matix7 matix8 matix9 matix10 matix11 matix12 matix13 matix14 matix15 matrix16 matix17 O 2] U B 2 :..E =) matrix17
Data i Creator: proteomics
: = i12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ 45| : : Origin: C:\U! roteomics\D ents\Proteomics\Working\txt Prot
intensity  intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u... Frg_m ) éemp somies iHocuments comies ifordng \pro
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2_. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S.. Diff3 Qle.lprot?n TUPIS-N o)
. . . B ; B B B B ; ] ; uality: (small values are good.
Type Main Main Main Main Main Main Main Main Main Main Main Main - Rows (3,545)
S1 B1 L N in 1LEN in 1LEN in LEA in LEN in LEA in LN i LEN i LEN in 1L EN in 100 in 1 OO H
5182 U :’2 Filter rows based on valid values - O X
S183 'Y Cancel Output @ oK
S2B1 It
Min. valids N A
S2B2 L umber hd
S2B3 LY Min. 3
S3B1 4
S3B2 u
Mode
53B3 L In at least one group v
S1 U Groupin | g v
S2 u >
S3 u
Values should be -
S1T1 L Valid v
1 1
2 1
3 1
4 1
5 4 Fiter mode Reduce matrix .
6 1
, Cancel Output xe) | OK I
8 14.8772 149033 153677 156141 154993 15822  11.8689  14.2487 | 145199 NaN NaN 13.2!
9 NaN NaN 13.3927 | NaN 13.4001 | 13.5217 | 13.9563 | 14.5693 |13.9487 135827 | 13.9557 |14.4!
10 13.4475 13.6262 13.0008 13.7653 | 13.6208 | 13.3941  NaN 13.2671 | NaN NaN NaN 12.9:
1" NaN 141923 1 13.0124 ' NaN NaN NaN 16.3098 | 16.1729 | 17.2403 | 17.122 16.8417 |16.1
12 16.0804 16.069 165924 173622 | 17.2147 17.3814 11763 114952 13.968 | 13.5015 NaN 114, .
A ]
3,545 tems 100% v 1 =
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Perseus

Data Quality: Filter Rows > Filter rows based on valid numbers

[l session1 - Perseus - O X
File Tools Window Help
Matrix  Network -
t B \_, Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series v DE analysis ~ Isobaric Labeling ~+ P> Visualization ~ _fj 5 & ol Basic ~ W ﬂ b
R . Reamange ~ Fitercolumns ~ Annot.rows v Leaming ~ Modfications ~ Extemal ~ Z. . <020 x— Pu Clustering/PCA ~ EE:C: ) ﬁ @ Annot. rows ~
AN Normalization ~ Qualty ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™1 ¢ i3 1D &8 P- A Misc. v 4% ¢ Wy s BEE
Load Processing Analysis Muiti-proc. Export
e
matrix3 matix4 matrx5 matix6 matrix7 matixd matix9 matrix10 matrix1l matix12 matrix13 matix14 matrix15 matrix6 matix17 JDAERIERE X B[=] = matrix17
Data i - Creator: proteomics
; = - 12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ = : : Origin: C:\U roteomics\D ents\Proteomics\Working\txt Prot
intensity  intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u... Flng_m ) éem\p somies iHocuments comies ifordng \pro
Cntr_1.. Cnitr_1.. Cnitr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S... Diff2_S... Diff3_S... Diff3 Q'e-lpfotem :OUDIS-M ;
. . . . . . . . . . = ~ uality: (small values are good.)
Type Main Main Main Main Main Main Main Main Main Main Main Main - Rows (3,545)
S1 B1 L N in 1LEN in 1LEN in LEA in LEN in LEA in LN i LEN i LEN in 1L EN in 100 in 1 OO H
5182 U :’2 Filter rows based on valid values - O X
=183 M Cancel Ouput ¢~ A @ oK
S2 B1 X
Min. valids N A
S2B2 L umber v
S283 L Min. |3
S3B1 o
S3 B2 u
Mode
53B3 L In at least one group v
S1 U Groupin | g v
S2 N
S3 o
Values should be :
S1T1 L Valid v
1 1
2 1
3 1
4 1
5 1{ Fiter mode Reduce matrix .
6 1 Output %
, Cancel P xe) | OK I
8 148772 149033 153677 15.6141 | 154993  15.822 11.8689 14.2487 145199 NaN NaN 13.2
9 NaN NaN 13.3927 | NaN 13.4001 | 13.5217 | 13.9563 | 14.5693 |13.9487 135827 | 13.9557 |14.4!
10 13.4475 13.6262 13.0008 13.7653 | 13.6208  13.3941 NaN 13.2671 NaN NaN NaN 12.9
1" NaN 141923 1 13.0124 ' NaN NaN NaN 16.3098 | 16.1729 | 17.2403 | 17.122 16.8417 | 16.1
12 16.0804 16.069 16.5924 | 17.3622 17.2147 17.3814 |11.763 11.4952 13.968 13.5015 NaN 11.4.
T —
3,545 items 100% v 1
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Perseus

Data Quality - Fill in missing values : Imputation > Replace missing values
from normal distribution

:’i session1 - Perseus

File Tools Window Help

Matrix  Network

t B \_.. Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series v DE analysis ~ Isobaric Labeling ~+ P> Visualization ~ _fj 5 & ol Basic ~ W

R . Reamange ~ Fitercolumns ~ Annot.rows v Leaming ~ Modfications ~ Extemal ~ Z. . <D x— Pu Clustering/PCA ~ EEE ) ﬁ @ Annot. rows ~
A 0N Normalization ~ Qualty ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™1 ¢ i3 1D &8 P- A Misc. ~ 4% U @ o BE 5

Load Processing Analysis Mutti-proc.

e

matrix3 matrix4 matrix5 matrix6 matrix7 matrix8 matix9 matix10 matix11 matix12 matix13 matix14 matrix15 matrix16 matrix17 TIEEMHR $ 4 '“:@

Data

LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ = - -
Gt Gt Gy Cirsy Cwray Gy DY BRTY. DRCY. DSy BREY. B | STTeeT

Type Main Main Main Main Main Main Main Main Main Main Main Main

S1B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S1B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S1B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S2B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S2B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S2B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S3B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S3B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S3B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

S1T1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ

1 15.6027 | 15.2655 | 15.4902 |15.7588 |16.5047 |16.3927 |15.7866 |15.5511 |15.1825 152565 155061 | 15.7

2 157957 16.0043 156239 155923 159705 15.6496 14.1856 155846 | 11.9726 | NaN NaN 16.2:

3 15.4907 |15.2003 | 15.621 |14.9067 |15.2186 |15.021 |15.2145 15126 |15.2085 | 16.0851 156966 | 15.1

4 13.25 12.0573 NaN 13.2906 14556  14.4443 12608 | 12.1394 NaN NaN NaN 12.41

5 13.7542 | 13.9721 | 13.8524 |13.2324 |13.2788 |13.5015 |14.2317 |14.1904 NaN 13.04 143844 | 145!

6 154613 156496 159187 15.022 157929 154027 14.804 | 15.0783 |NaN NaN 13.8733 | 142!

7 16.1209 | 16.1338 | 16.4911 |15.9291 |16.2213 |16.6646 |17.3201 |16.9317 |17.8778 ' 17.9586  17.958 | 18.01

8 14.8772 149033 153677 156141 154993 15822  11.8689 14.2487 145199 NaN NaN 13.2!

9 NaN NaN 13.3927 | NaN 13.4001 | 13.5217 | 13.9563 | 14.5693 | 13.9487 |13.5827 |13.9557 |14.4!

10 13.4475 13.6262 13.0008 13.7653  13.6208 | 13.3941 NaN 13.2671 | NaN NaN NaN 12.9:

il NaN 14.1923 | 13.0124 | NaN NaN NaN 16.3098 | 16.1729 | 17.2403 |17.122 | 16.8417 |16.1

12 16.0804 16.069 165924 17.3622  17.2147 173814 11763 114952 13.968 | 13.5015 'NaN 11.4

3,545 items o " . | Categorical anno...

[

Export

o IO e OO O

[=-matrix17

-- Creator: proteomics

--12/09/2021 11:53:.06

- Origin: C:\Users\proteomics\Documents'\Proteomics\Working\txt Prot \prc
- File: proteinGroups txt

- Quality: (small values are good.)

- Rows (3,545)

- Main columns (18)

- Multi-numerical columns (0)
-Categorical rows (13)
- String rows (0)

- Numerical rows (0)
- Multi-numerical rows (0)

- String columns (5)

Categorical columns (3)

Numerical columns (12)
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Perseus

Data Quality - Fill in missing values : Imputation > Replace missing values
from normal distribution

:’i session1 - Perseus
File Tools Window Help
Matrix  Network
¢ © [, | Basic ~ Fiterrows ~ Annct.columns | Imputation v | Time series v DE analysis ~ Isobaric Labelir Visualization ~ _fj 5 & ol Basic ~ @
R & . Reamange ~ Fiter columns ~  Annot. ~| A Replace missing values from nomal distribution " Clustering/PCA ~ EEE T ﬁ @ Annot. rows ~
A W Nomalization v Quality ~ Tests v (I Replace missing values by constant | Misc. ~ & *: @ v e P
Load Analysis Muiti-proc.
] R Rep Missing values will be replaced b)‘ random N
matrix3 matrix4 matix5 matix6 matrix7 matrix8 m Ren The parameters of this distribution can be opatix17 JOHFEIE £ X 'af_@
Data l,___ region that the missing values would have if 1
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ : :
intensity  intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u...
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3
Type Main Main Main Main Main Main Main Main Main Main Main Main
S1B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2 B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1T1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
1 15.6027 | 15.2655 | 154902 | 157588 | 16.5047 | 16.3927 | 15.7866 | 155511 |15.1825 |15.2565 | 15.5061 | 15.7
2 15.7957 | 16.0043 | 15.6239 | 155923 | 159705 156496 14.1856  15.5846 | 11.9726 |NaN NaN 16.2.
3 15.4907 | 15.2003 |15.621 |14.9067 | 152186  15.021 |152145 15126 |152085 |16.0851 | 15.6966 | 15.1:
4 13.25 12.0573 NaN 13.2906 14.556 | 14.4443 12608 |12.1394 | NaN NaN NaN 12.41
5 13.7542 | 13.9721 | 13.8524 | 13.2324 | 13.2788 |13.5015 |14.2317 |14.1904 | NaN 13.04 14.3844 | 145
6 154613 15.6496 159187 ' 15.022 |157929 154027 14.804  15.0783 NaN NaN 13.8733 | 14.2!
7 16.1209 | 16.1338 | 16.4911 | 15.9291 | 16.2213 | 16.6646 | 17.3201 ' 16.9317 |17.8778 | 17.9586 |17.958 18.01
8 14.8772 149033 153677 | 156141 | 154993 15822  11.8689  14.2487 145199 |NaN NaN 13.2!
9 NaN NaN 13.3927 | NaN 13.4001 135217 |13.9563 | 145693 |13.9487 | 13.5827 | 13.9557 |14.4!
10 13.4475 13.6262 13.0008 | 13.7653 |13.6208 | 13.3941 NaN 13.2671 | NaN NaN NaN 12.9.
il NaN 141923 1 13.0124 | NaN NaN NaN 16.3098 | 16.1729 |17.2403 | 17.122 16.8417 |16.1
12 16.0804 16.069 | 16.5924 17.3622 |17.2147 173814 11763 114952 13968 135015 |NaN 11.4:
- — Categorical anno...
3,545 tems 100% v 1 |

[

Export

o IO e OO O

[=-matrix17

-- Creator: proteomics

--12/09/2021 11:53:.06

- Origin: C:\Users\proteomics\Documents'\Proteomics\Working\txt Prot \prc
- File: proteinGroups txt

- Quality: (small values are good.)

- Rows (3,545)

- Main columns (18)

- Multi-numerical columns (0)
-Categorical rows (13)
- String rows (0)

- Numerical rows (0)
- Multi-numerical rows (0)

- String columns (5)

Categorical columns (3)

Numerical columns (12)
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Perseus

b

Data Quality - Fill in missing values : Imputation > Replace missing values
from normal distribution

[l session1 - Perseus - O X
File Tools Window Help
Matrix  Network
t B \_, Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series v DE analysis ~ Isobaric Labeling ~+ P> Visualization ~ _fj 5 & ol Basic ~ W ﬂ b
R & - Reamange ~ Fitercolumns ~ Annot.rows v Leaming ~ Modfications ~ Extemal ~ Z. . <020 x_ Pu Clustering/PCA ~ EEE ) & @ Annot. rows ~
AN Normalization ~ Qualty ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™1 ¢ i3 1D &8 P- A Misc. ~ 4% U @ o BERE
Load Processing Analysis Multi-proc. Export
e
matix3 matrix4 matix5 matrix6 matrix7 matix8 matrix9 matix10 matix11 matix12 matix13 matix14 matix15 matix16 matrix17 DlEH R $ e "'ﬁ_@ | = matric17
Data i Creator: proteomics
; - = i12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ 8| i...Oriain: C: i i ;
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —| Generic matrix u... '?rg_m'C'\.Uéers\pmteom'csmocumems\PmeomICS\WorkmgmPm\om
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2_. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S.. Diff3 ;- File: proteinGroups txt
T 2ia; [ P AAai A~ Aiai Aiai Aiai Adai Adai Adai Aiai Adni Qualﬂy (small valuesaregood.)
ype
S1B1 :H Replace missing values from normal distribution - O X
5182 Cancel Description e 0K
S1B3
Width A
52 B1 0.9 |
s2p2 | Down shift 18 |
S2B3 | Mode Separately for each column v
S3B1
Columns LFQ intensity Cntr_1_S1-C1_1_6427 A || > | LFQintensity Cntr_1_S1-C1_1_6427 At
S3B82 LFQ intensity Cntr_1_51-C2_1_6428 LFQ intensity Cntr_1_51-C2_1_6428
S3B3 LFQ intensity Cntr_2_S1-C3_1_6429 < | LFQ intensity Cntr_2_S1-C3_1_6429 t
S1 LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2_S1-C4_1_6430
LFQ intensity Cntr_3_S1-C5_1_6431 LFQ intensity Cntr_3_S1-C5_1_6431 .
>
S2 LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3_S1-C6_1_6432 .
53 LFQ intensity Diff 1_S1-A7_1_6409 LFQ intensity Diff 1_S1-A7_1_6409
S1T1 LFQ intensity Diff1_S1-A8_1_6410 LFQ intensity Diff 1_S1-A8_1_6410
L LFQ intensity Diff2_S1-A10_1_6412 LFQ intensity Diff2_S1-A10_1_6412
1 LFQ intensity Diff2_S1-AS_1_6411 LFQ intensity Diff2_S1-AS_1_6411
2 LFQ intensity Diff3_S1-A11_1_6413 LFQ intensity Diff3_S1-A11_1_6413
- LFQ intensity Diff3_S1-A12_1_6414 v LFQ intensity Diff3_S1-A12_1_6414 v v
p Cancel Description fec) | OK |
5 137542 (139721 |13.8524 | 132324 | 132788 |13.5015 |14.2317 |14.1904 |NaN | 13.04 |14.3844 | 145 —
6 15.4613 156496 15.9187 15.022 15.7929 154027 14.804 15.0783 NaN NaN 13.8733 | 14.2!
7 16.1209 | 16.1338 | 16.4911 | 159291 ' 16.2213 | 16.6646 | 17.3201 |16.9317 17.8778 | 17.9586 |17.958 18.01
8 148772 | 149033 153677 15.6141 | 154993  15.822 11.8689 142487 145199 NaN NaN 13.2
9 NaN NaN 13.3927 | NaN 13.4001 | 13.5217 | 13.9563 | 14.5693 |13.9487 135827 | 13.9557 |14.4!
10 13.4475 13.6262 13.0008 13.7653 | 13.6208  13.3941 NaN 13.2671 NaN NaN NaN 12.9
1" NaN 141923 1 13.0124 ' NaN NaN NaN 16.3098 | 16.1729 | 17.2403 | 17.122 16.8417 | 16.1
12 16.0804 16.069 16.5924 | 17.3622 17.2147 17.3814 |11.763 11.4952 13.968 13.5015 NaN 11.4. | .
o 3 |
3,545 tems 100% v 1 =
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Perseus i

Data Quality - Fill in missing values : Imputation > Replace missing values
from normal distribution

[l session1 - Perseus - O X
File Tools Window Help
Matrix  Network
t B \_, Basic ~ Fiterrows ~ Annot.columns ~ Imputation ~ Time series v DE analysis ~ Isobaric Labeling ~+ P> Visualization ~ _fj 5 & ol Basic ~ W ﬂ b
R & . Reamange ~ Fiter columns ~ Annot.rows v Leaming v Modfications v Extemal v Z . 2D X Pu Clustering/PCA ~ EE’,’E T & @ Annot. rows ~
A 0N Normalization ~ Qualty ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™1 ¢ i3 1D &8 P- A Misc. ~ 4% U @ o BERE
Load Processing Analysis Muiti-proc. Export
matix3 matrixd matrix5 matix6 matrix7 matrix8 matix9 matix10 matix1l matrix12 matix13 matix14 matrix15 matix16 matrix17 JDAERIERE X B[=] - matrix17
Data 1 Creator: proteomics
[ = i12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ | .. Origin: C: i i ;
intensity intensity intensity intensity intensity intensity intensity intensity intensity intensity intensity inten —| Generic matrix u... '?rg_m'C'\.Uéers\pmeom'CS\Documems\Pmteom'cswvo'kmg\mPmt\om
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S... Diff3 ;- File: proteinGroups txt
T 2ia; [ P AAai Aini Aiai Aiai Aiai Adai Adai Adai Aiai Adni Qualny (small valuesaregood.)
ype
5181 | |d Replace missing values from normal distribution O X
5182 Cancel Description m 0K
S1B3
Width A
S2 B O'Bl I
s2pz| | Down shift 18 |
S2B3 | Mode Separately for each column v
S3B1
Columns LFQ intensity Cntr_1_S1-C1_1_6427 A | > ||LFQintensity Cntr_1_S1-C1_1_6427 At
Ui LFQ intensity Cntr_1_S1-C2_1_6428 LFQ intensity Cntr_1_S1-C2_1_6428
S3B3 LFQ intensity Cntr_2_S1-C3_1_6429 < | LFQ intensity Cntr_2_S1-C3_1_6429 t
S1 LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2_S1-C4_1_6430
LFQ intensity Cntr_3_S1-C5_1_6431 LFQ intensity Cntr_3_S1-C5_1_6431 .
>
s2 LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3_S1-C6_1_6432 .
53 LFQ intensity Diff 1_S1-A7_1_6409 LFQ intensity Diff 1_S1-A7_1_6409
S1T1 LFQ intensity Diff 1_S1-A8_1_6410 LFQ intensity Diff 1_S1-A8_1_6410
L LFQ intensity Diff2_S1-A10_1_6412 LFQ intensity Diff2_S1-A10_1_6412
1 LFQ intensity Diff2_S1-AS_1_6411 LFQ intensity Diff2_S1-AS_1_6411
2 LFQ intensity Diff3_S1-A11_1_6413 LFQ intensity Diff3_S1-A11_1_6413
2 LFQ intensity Diff3_S1-A12_1_6414 v LFQ intensity Diff 3_S1-A12_1_6414 v v
p Cancel Description e | OK |
5 137542 | 139721 |13.8524 | 132324 | 132788 135015 142317 141904 |NaN | 1304 | 143844 145 =
6 154613 15.6496 ' 15.9187 | 15.022 | 157929 | 154027 14.804  15.0783 'NaN NaN 13.8733 142!
7 16.1209 | 16.1338 | 16.4911 | 15.9291 | 16.2213 | 16.6646 | 17.3201 ' 16.9317 |17.8778 | 17.9586 |17.958 18.01
8 148772 149033 153677 | 15.6141 | 154993 15822 | 11.8689  14.2487 145199 NaN NaN {32
9 NaN NaN 13.3927 | NaN 13.4001 | 13.5217 | 13.9563 | 14.5693 |13.9487 135827 | 13.9557 |14.4!
10 13.4475 13.6262 | 13.0008 | 13.7653 |13.6208 | 13.3941 | NaN 13.2671 'NaN NaN NaN 12.9.
il NaN 141923 1 13.0124 | NaN NaN NaN 16.3098 | 16.1729 |17.2403 | 17.122 16.8417 |16.1
12 16.0804 16.069 | 16.5924 |17.3622 | 17.2147 173814 11763 | 114952 13968  13.5015 |NaN 11.4. | .
- ]
3545 items 100% v | 1 —
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Perseus

Data Quality - Normal distributed values ? : Visualisation - Histogram

4 E vk

Clusteing/PCA ~ {8 t* & @
Misc. » +% J¢ @ =

»

J

J

;i session] - Perseus
Fle Tools Window Help
Matrix  Network
t 5 |_, Basic v Fitterrows v Annot. columns v Imputation v Time series + DE analysis  Isobaric Labeling ~ P> Visualization ~
R 9 . Reamange v Fittercolumns v Annot.rows ~ Leaming v Modfications ~ Extemal ~ Z . (= ZD x_ Pu
A N Nommalization ~ Qualty ~ Tests ~ Outlers + WGCNA ~ Clustering ~ I(x) | ™1 ¢ 2 1D 8 P- A
Load Processing
matrix5 matrix6 matix7 matrix8 matix9 matrix10 matrix11 matix12 matix13 matix14 matix15 matrix16 matrix17 matix26 matrix27 ,‘]
Data
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ &=
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —/|
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3
Type Main Main Main Main Main Main Main Main Main Main Main Main
S1B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2 B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1T1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
4 13.25 ‘ 12.0573 | 13.2664 13.2906 | 14556  14.4443 12608 121394 |13.7824 11.6769 | 13.6862 12.4
5 13.7542 | 13.9721 | 13.8524 '13.2324 13.2788 | 13.5015 .14.2317 141904 | 11.2877 ‘13.04 143844 | 145
6 15.4613 ‘15.6496 15.9187 >15.022 15.7929  15.4027 '14.804 15.0783 | 13.5567 .11.1301 13.8733 | 14.2!
7 16.1209 | 16.1338 |16.4911 | 15.9291 |16.2213 | 16.6646 | 17.3201 |16.9317  17.8778 |17.9586 | 17.958 | 18.01
8 14.8772 ‘14.9033 15.3677 >15,6141 15.4993 | 15.822 '11.8689 14.2487 | 145199 .12.1056 12.494 13,25
9 13.5942 | 10.0977 | 13.3927 95969 |13.4001 | 13.5217 |13.9563 | 14.5693 |13.9487 | 13.5827 |13.9557 | 14.4!
10 13.4475 ‘13.6262 13.0008 '13.7653 13.6208 | 13.3941 ,10-0339 13.2671 | 12.4006 .13.4661 11.6896 | 12.9
" 11.5438 | 14.1923 | 13.0124 1 9.87217 | 10.5357 | 9.02876 |16.3098 | 16.1729 |17.2403 | 17.122 |16.8417 16.10
12 16.0804 \16.069 16.5924 '17.3622 17.2147 | 17.3814 '11.763 11.4952 | 13.968 ‘13.5015 13.2817 11.4:
13 13.9163 | 13.8702 | 14.3671 ' 14.865 |14.9653 | 15.1503 |14.2459 | 14.2372 |11.4146 125111 |14.1747 147
14 14.9042 ‘14.9224 152079 | 11.0139 13.3988 |10.797 | 11.0067 |10.9583 | 13.4384 |13.5095  11.4338 115
15 11.3495 | 11.4932 | 14279 129967 |10.8642 | 13.0463 |16.2097 | 16.4275 |17.592 |17.47 17.4336 | 17.31
"2.920items m 1 |

Analysis

Basic ~ W (=
Annot. rows v
- o,
_E =R -Wa
Multi-proc. Export

BETERE X =]

Categorical anno...

matrix12

Categorical anno...

Categorical anno...

matrix14

Categorical anno...

Categorical anno...

Replace missing...

[=)- matrix27
- Creator: proteomics
-+ 12/09/2021 11:53:06
- Origin: C:\Users\proteomics\Documents\Proteomics\Working\txt Prot \prc
- File: proteinGroups txt
- Quality: (small values are good.)
- Rows (2,920)
- Main columns (18)
- Categorical columns (3)
- String columns (5)
- Numerical columns (12)
- Multi-numerical columns (0)
[#)- Categorical rows (13)
- String rows (0)
- Numerical rows (0)
- Multi-numerical rows (0)
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Perseus i

Data Quality - Normal distributed values ? : Visualisation - Histogram

[ A sessionl - Perseus = O X
Fle Tools Window Help
Matrix  Network L-
t 5 |_, Basic v Fitterrows v Annot. columns v Imputation v Time series + DE analysis  Isobaric Labeling ~ P> Visualization ~ ‘h r‘(_ Vv Basic + W FI *
R 9 . Reamange v Fittercolumns v Annot.rows ~ Leaming v Modfications ~ Extemal ~ Z . (= ZD x_ Pu 41 Scatter plot Annot. rows ~
AN Nommalization ~ Qualty ~ Tests ~ Outlers + WGCNA ~ Clustering ~ I(x) | ™1 ¢ 2 1D 8 P- A = ] BE3E
Load Processing W Profile plot Multi-proc. Export
I —————————————————————————., I
matrix5 matix6 matrix7 matrix8 matrix9 matrix10 matrix11 matrix12 matix13 matrix14 matix15 matrix16 matrix17 matrix26 matrix2 :n! Ha@ E (=) matrix27
Data W3S Mutti scatter plot ! - Creator: proteomics
7| o = --12/09/2021 11:53:06
ﬁgnsity H;gnsity hllignsity iLn';gnsity Hignsity hllignsity iLnI;gmi H;eonsi hll_;gnsi iLnI;g\si hll_;eonsi ~‘ — plot The values i ?rgm C:\fUsefs\)meomiCS\DomeS\Pmmmics\Wo'king\mPmt\pm
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S.. Diff3_S.. cwmi L e L= ile: proteinGroups txt
Type Main Main Main Main Main Main Main Main Main Main Main Main gzj::”(z(;mzoa)“ values are good )
5181 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ (&- Main columns (18)
S1B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ e — - Categorical columns (3)
s183 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQ g: ztt':;gen‘fa':”c":lzﬂs -
S2 B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ - Multi-numerical columns (0)
S2B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ T @gf::gﬁ:‘:' H;)Ws (13)
S2B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ - Numerical rows (0)
S3B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ matrix14 - Multi-numerical rows (0)
S3 B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
=7 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ M
S2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ < >
S3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
SNl LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
4 13.25 ‘ 12.0573 | 13.2664 ' 13.2906 14556 |14.4443 12608 121394 13.7824 11.6769 | 13.6862 12.4i
5 13.7542 | 13.9721 | 13.8524 '13.2324 13.2788 |13.5015 .14.2317 14.1904 | 11.2877 ‘13.04 14.3844 | 145!
6 15.4613 ‘15.6496 15.9187 >15.022 15.7929 | 15.4027 '14.804 15.0783 | 13.5567 .11.1301 13.8733 |14.2!
7 16.1209 | 16.1338 | 16.4911 | 159291 | 16.2213 | 16.6646 |17.3201 | 16.9317 |17.8778 | 17.9586 | 17.958 |18.0¢
8 14.8772 ‘14.9033 15.3677 >15,6141 15.4993 | 15.822 '11,8689 14.2487 | 145199 .12.1056 12.494 13,25
9 13.5942 |10.0977 | 13.3927 | 9.5969 13.4001 |13.5217 |13.9563 145693 | 13.9487 | 13.5827 |13.9557 |14.4!
10 13.4475 ‘13.6262 13.0008 '13.7653 13.6208 | 13.3941 v10.0339 13.2671 | 12.4006 .13.4661 11.6896 | 12.9.
ilil 11.5438 | 14.1923 | 13.0124 1 9.87217 | 10.5357 |9.02876 |16.3098 | 16.1729 | 17.2403 |17.122 16.8417 |16.11
12 16.0804 \16.069 16.5924 '17.3622 17.2147 | 173814 '11.763 11.4952 | 13.968 ‘13.5015 13.2817 11.4&
13 13.9163 |13.8702 | 14.3671 | 14.865 14.9653 | 15.1503 | 14.2459 ' 14.2372 | 11.4146 125111 | 141747 | 147
14 14.9042 ‘14.9224 15.2079 | 11.0139 |13.3988 10.797 | 11.0067 | 10.9583 | 13.4384 | 135095 114338 11.5!
15 11.3495 | 11.4932 | 14.279 12.9967 |10.8642 | 13.0463 | 16.2097 | 16.4275 |17.592 17.47 17.4336 |17.31 |
2.920 tems m . | @ :
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Perseus

Data Quality - Normal distributed values ? : Visualisation - Histogram

4 E vk

Clusteing/PCA ~ {8 t* & @
Misc. » +% J¢ @ =

»

J

J

;i session] - Perseus
Fle Tools Window Help
Matrix  Network
t 5 |_, Basic v Fitterrows v Annot. columns v Imputation v Time series + DE analysis  Isobaric Labeling ~ P> Visualization ~
R 9 . Reamange v Fittercolumns v Annot.rows ~ Leaming v Modfications ~ Extemal ~ Z . (= ZD x_ Pu
A N Nommalization ~ Qualty ~ Tests ~ Outlers + WGCNA ~ Clustering ~ I(x) | ™1 ¢ 2 1D 8 P- A
Load Processing
matrix5 matrix6 matix7 matrix8 matix9 matrix10 matrix11 matix12 matix13 matix14 matix15 matrix16 matrix17 matix26 matrix27 ,‘]
Data
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ &=
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi inten —/|
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S.. Diff2_S.. Diff2_S... Diff3_S... Diff3
Type Main Main Main Main Main Main Main Main Main Main Main Main
S1B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2 B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3B3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S2 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S3 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
S1T1 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ
4 13.25 ‘ 12.0573 | 13.2664 13.2906 | 14556  14.4443 12608 121394 |13.7824 11.6769 | 13.6862 12.4
5 13.7542 | 13.9721 | 13.8524 '13.2324 13.2788 | 13.5015 .14.2317 141904 | 11.2877 ‘13.04 143844 | 145
6 15.4613 ‘15.6496 15.9187 >15.022 15.7929  15.4027 '14.804 15.0783 | 13.5567 .11.1301 13.8733 | 14.2!
7 16.1209 | 16.1338 |16.4911 | 15.9291 |16.2213 | 16.6646 | 17.3201 |16.9317  17.8778 |17.9586 | 17.958 | 18.01
8 14.8772 ‘14.9033 15.3677 >15,6141 15.4993 | 15.822 '11.8689 14.2487 | 145199 .12.1056 12.494 13,25
9 13.5942 | 10.0977 | 13.3927 95969 |13.4001 | 13.5217 |13.9563 | 14.5693 |13.9487 | 13.5827 |13.9557 | 14.4!
10 13.4475 ‘13.6262 13.0008 '13.7653 13.6208 | 13.3941 ,10-0339 13.2671 | 12.4006 .13.4661 11.6896 | 12.9
" 11.5438 | 14.1923 | 13.0124 1 9.87217 | 10.5357 | 9.02876 |16.3098 | 16.1729 |17.2403 | 17.122 |16.8417 16.10
12 16.0804 \16.069 16.5924 '17.3622 17.2147 | 17.3814 '11.763 11.4952 | 13.968 ‘13.5015 13.2817 11.4:
13 13.9163 | 13.8702 | 14.3671 ' 14.865 |14.9653 | 15.1503 |14.2459 | 14.2372 |11.4146 125111 |14.1747 147
14 14.9042 ‘14.9224 152079 | 11.0139 13.3988 |10.797 | 11.0067 |10.9583 | 13.4384 |13.5095  11.4338 115
15 11.3495 | 11.4932 | 14279 129967 |10.8642 | 13.0463 |16.2097 | 16.4275 |17.592 |17.47 17.4336 | 17.31
"2.920items m 1 |

Analysis

Basic ~ W (=
Annot. rows v
- o,
_E =R -Wa
Multi-proc. Export

BETERE X =]

Categorical anno...

matrix12

Categorical anno...

Categorical anno...

matrix14

Categorical anno...

Categorical anno...

Replace missing...

[=)- matrix27
- Creator: proteomics
-+ 12/09/2021 11:53:06
- Origin: C:\Users\proteomics\Documents\Proteomics\Working\txt Prot \prc
- File: proteinGroups txt
- Quality: (small values are good.)
- Rows (2,920)
- Main columns (18)
- Categorical columns (3)
- String columns (5)
- Numerical columns (12)
- Multi-numerical columns (0)
[#)- Categorical rows (13)
- String rows (0)
- Numerical rows (0)
- Multi-numerical rows (0)
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Perseus i

Data Quality - Normal distributed values ? : Visualisation - Histogram

[ A sessionl - Perseus = O X
Fle Tools Window Help
Matrix  Network =
t 5 |_.,. Basic v Fitterrows v Annot. columns v Imputation v Time series + DE analysis  Isobaric Labeling ~ P> Visualization ~ _f§ = & vl Basic + W FI [l
R 9 . Reamange v Fittercolumns v Annot.rows ~ Leaming v Modfications ~ Extemal ~ Z . (= ZD x_ Pu Clustering/PCA ~ E§§ ) w @ Annot. rows ~
AN Nommalization ~ Qualty ~ Tests ~ Outliers + WGCNA ~ Clustering ~ I(x) [~ ™1 ¢ 3 1D 8 P- A Misc. » +% e @ BERE
Load Processing Analysis Muiti-proc. Expon‘
matrix5 matrix6 matix7 matrix8 matix9 matrix10 matrix11 matix12 matix13 matix14 matix15 matrix16 matrix17 matix26 matrix27 [ E R .' ‘.‘ ?S: [=)- matrix27
Data - Creator: proteomics
1 = - 12/09/2021 11:53:06
LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ &= ; .. Oriain: C- i i i
intensity |nten5|ty lntensny intensity mtensny lntensny intensi intensi intensi intensi intensi inten —/| ENsTRCR grq‘n'c'\fusm\pmteomm\DocumeMS\Pmeom'cs\Womng\mpm\pm
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3.. Diff1_S.. Diff1_S... Diff2_S.. Diff2_S... Diff3_S.. Diff3 ‘e~P’°te'"Gr°UPsm
Type Main Main Main Main Main Main Main Main Main Main Main Main matrix12 gzj::”(:z (;mzoa)" values are good )
5181 LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQ £53- Main columns (18)
S1B - Catennricalannn Lo i ol L L9
s1g1 L d Histogram - O X
S2BY  Ccancel | Description [ o I[ 0K
S2B2 ’ , ‘ L ! , —]
sppq Columns LFQ intensity Cntr_1_51-C1_1_6427 A | > || LFQintensity Cntr_1_S1-C1_1_6427 Alt |2
LFQ intensity Cntr_1_S1-C2_1_6428 —— | LFQ intensity Cntr_1_S51-C2_1_6428 —
S3B1 LFQ intensity Cntr_2_S1-C3_1_6429 ' < |LFQintensity Cntr_2_S1-C3_1_6429 | 1]
S3B2 LFQ intensity Cntr_2_S1-C4_1_6430 LFQ intensity Cntr_2_S1-C4_1_6430 ]
53 B3 LFQ intensity Crrtr 3 S1-C5 1_6431 LFQ intensity Cntr_3_S1-C5_1_6431 : . J
LFQ intensity Cntr_3_S1-C6_1_6432 LFQ intensity Cntr_3_S1-C6_1_6432 !
= LFQ intensity Diff 1_S1-A7_1_6409 LFQ intensity Diff 1_S1-A7_1_6409 L=
S2 LFQ intensity Diff 1_S1-A8_1_6410 LFQ intensity Diff 1_S1-A8_1_6410 4
53 LFQ intensity Diff2_S1-A10_1_6412 LFQ intensity Diff2_S1-A10_1_6412
S1T1 LFQ intensity Diff2_S1-AS9_1_6411 LFQ intensity Diff2_S1-A9_1_6411
LFQ intensity Diff3_S1-A11_1_6413 LFQ intensity Diff3_S1-A11_1_6413
4 LFQ intensity Diff 3_S1-A12_1_6414 v LFQ intensity Diff3_S1-A12_1_6414 v v
S Cance | Description @ | OK |
6 oo e e s o e e e e - -
| |
7 16.1209 | 16.1338 | 16.4911 | 159291 | 16.2213 | 16.6646  17.3201 16.9317 17.8778 |17.9586 |17.958 18.01
8 14.8772 149033 | 153677 156141 154993  15.822 ’11.8689 14.2487 145199 ‘12.1056 12.494 13.2!
9 13.5942 | 10.0977 |13.3927 |9.5969 13.4001 | 135217 | 13.9563 | 145693 | 13.9487 | 13.5827 | 13.9557 14.4!
10 13.4475 13.6262 13.0008  13.7653  13.6208 @ 13.3941 [10.0339 13.2671 | 12.4006 ‘13.4661 11.6896 12.9.
il 115438 | 14.1923 | 13.0124 |9.87217 105357 | 9.02876 |16.3098 ' 16.1729 |17.2403 | 17.122 16.8417 16.11
12 16.0804 16.069 16.5924 173622 17.2147 | 17.3814 [11.763 11.4952 | 13.968 113.5015 13.2817 | 11.4.
13 13.9163 | 13.8702 | 143671 |14.865 14,9653 | 15.1503 | 14.2459 | 142372 114146 |125111 141747 (147
14 14.9042 |14.9224 (152079 |11.0139 133988 10797 |11.0067  10.9583 13.4384 135095 114338 115
15 11.3495 | 11.4932 14279 12,9967 | 10.8642 |13.0463 | 16.2097 |16.4275 | 17.592 17.47 17.4336 173! J
\ L
2.920 items i _-100% " . ] 3
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Perseus

Data Quality - Distribution of the intensity values of the different proteins? :
Visualisation - Histogram

Fle Tools Window Help

Matrix  Network
t 8 = Basic  Fitterrows v Annot.columns v Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _f§ = & ol Basic ~ W n
R 9 . Reamange v Fitercolumns ~ Annot.rows  Leaming * Modfications ~+ Extemal ~ Z. [l < 2D X Pu Clustering/PCA ~ E;}; T & @ Annot. rows ~
AN Nommalization ~ Quality ~ Tests ~ Outliers ~ WGCNA ~ Clustering ~ I(x) [ ™ =y EDEP A Misc. » 4%+ O 9 R ¥ v P Pt |
Load Processing sis Multi-proc Export
matix] matix2 matrix3 matrix4 matrix5 matrix6 matrix7 matrix8 matix3 matix10 matix11 matrix12 matrix13 matrix14 matix15 matix16 matrix17 matrix26 matrix27 BEIR ¥ X ;

Data  Histogram

2 (n (Ok = :‘ D “") Points  Categories Categorical anno..

I

o
37 §- §- o ‘. Selection from tab  ~ ‘
@ 1 ) 1 %) 1 - = === . matrix12
£ z z _ Fill color Border  Protein Majority Protein Gene
3 g 3 2 3 2] color INs nrotein names names
o v o SIAN 1 [ | | PODPI2-.. | PODPI2-.. Categoricalanno._
] ] ] 2 [ | [l AOA2RS... | ADAZRS...
o < | < | o -
10 20 'SR 20 o 20 3 [ | ] AOAVT1... |ADAVT1.. |Ubiquitin.. UBAG matrix13
LFQ intensity Cntr_1_S1-C1_1_6427 LFQ intensity Diff1_S1-A7_1_6409% LFQ intensity DiffHyp1_S1-A1_1_6403 4 - I:l AOFGRS.. AOFGRS.. Extende.. |ESYT2
-1 - - Cat ical
§. §. §_ 5 B | AOPKOO |AOPKOO | Transme..  TMEM12...
’§ o g . {g’ o 6 B ] A1LOTO  |A1LOTO | Acetolac... |ILVBL @ j
8 &7 8 &7 3 &7 7 [ | O A1X283 |A1X283 | SH3and.. |SH3PXD.. *
] ] ] 8 [ ] O A3KMH1... A3KMH1.. von Wille.. VWAS
e ps s ©- pa s ©- p s 9 [ ] Ol A4D1E9.. |A4D1EY.. |GTP-bin.. K GTPBP10
LFQ intensity Cntr_1_S1-C2_1_6428 LFQ intensity Diff1_S1-A8_1_6410 LFQ intensity DiffHyp1_S1-A2_1_6404 10 B | AS5YKK6.. | ASYKK6.. |CCR4-N.. | CNOT1 matrix15

&+ € € 11 [ | O Q9GZQ8.. | Q9GZQS.. |Microtub.. | MAP1LC... *
2 ] 2 ] 2 ] 12 [ ] | ABNDUS |ABNDUS | UPF060.. ' CS5orf51
S ] =1 _ S _

3 §_ 3 §_ 3 §_ 13 B | ABNHRY... | ABNHRQ... | Structura... | SMCHD1
1 1 1 14 [ | J C4AMCT7... C4AMCT... Putative W.. WASH3P...
o o o] 15 [ ] O ASMWA4 | ASMWA4 | Putative z...| ZNF705E
10 20 10 20 10 20 .
LFQ intensity Cntr_2_S1-C3_1_6429 LFQ intensity Diff2_S1-A10_1_6412 LFQ intensity DiffHyp2_S1-A3_1_6405 16 [ | | ABMXV4 | ABMXV4 | Nucleosi.. NUDT19 :

8- g 17 [ | O CON_Q.. | CON_Q...
2 ] 2 2 ] 18 [ | ] CON__P.. |CON_P..
3 &4 3 3 84 19 [ | O CON__P.. |CON__P..
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9 13.5336 | 10.9555 | 13.3927 |9.5643 13.4001 135217 | 13.9563 | 145693 | 13.9487 |13.5827 | 13.9557 | 144968 |13.9336 | 123454 125808 |13.3988 | 15.0613 |11.9149
10 13.4475 13.6262 ‘ 13.0008 13.7653 | 13.6208  13.3941 142596 13.2671 14.5327 ‘ 142152  14.852 12.9483 147926 143779 12.0392 ’ 12.6415 ‘ 10.3462 103343
il 11.4667 | 14.1923 | 13.0124 |12.8779 105208 |7.93972 16.3098 | 16.1729 |17.2403 | 17.122 16.8417 | 16.165 16.2099 | 16.8026 | 14.9837 |15.8051 | 16.0069 | 159548
12 16.0804 16.069 ‘ 16.5924 | 17.3622 17.2147 17.3814 1 11.763 11.4952 13.968 ‘ 13.5015 | 12.7369 | 11.4397 16.1709 16.6458 | 15.357 ‘ 14.9057 ‘ 15.3776 15.3389:
13 11.2708 | 115649 | 12.1723 |13.0609 | 11.4062 |10.531 11.5048 123251 | 153369 |12.2581 | 12.8887 | 109838 125511 | 14.0792 |14.293 12.6436 | 14.1591 | 11.7696
14 13.9163 | 13.8702 ‘ 14.3671 14.865 14.9653 151503 | 14.2459 142372 12.9986 ‘ 125111 141747 | 147171 13.028 | 13.3694 958924 ’ 16.2516 ‘ 10.249 | 13.6763
15 149042 149224 152079 |13.7669 125769 | 124224 '11.0067 | 10.9583 | 129499 108134 124726 | 114379 956079 | 13.6875 |10.0139 '8.61217 |10.181 13.7832
16 12.2094 122637 ‘ 13.8553 123034 | 145747 12.8217 | 16.2097 16.4275 17.592 ‘ 17.47 17.4336 | 17.3825 | 12502 | 9.14356 | 15.7249 ’ 16.2154 ‘ 16.2608 159374
17 143318 | 12.407 12.5811 [ 12.0068 | 11.0157 | 12.666 13.1222 12,6189 | 11.7982 | 16.1451 | 144791 |9.77786 | 16.5249 | 16.3995 |14.8108  13.3565 | 11.6479 | 13.0395
18 10.164 ' 12.4989 ‘ 10.8944 148757 11.985 4 109919 149987 15.9364 ' 16.0783 ‘ 16.3401 | 15.931 15.1639 ‘ 11.659 13.8909 | 13.8479 { 14.3207 \ 13.9426 14.4976
19 15.6692 157178 | 15.0009 |15.258 155806 | 16.2816 | 14.1246 |14.1075 | 14.409 14.666 146188 | 14.2565 | 14.0755 |12.5335 | 15.1889 | 158176 | 15.3053 | 15.1008
20 14.8274 | 14.633 ‘ 14.4557 | 15.167 13.9548 14.0485 148536 | 951972 14.26 ‘ 11.2201 135946 10.8934 | 148706  15.2273 10.7979 ‘ 13.4724 ‘ 10.2021 14.3512
21 21 72NR “7!’\ Q127 20 7219 12 2410 10 AR12 A10 AN21 29 214 29 1R292 “71 20R4 21 1021 29 1RRR 21 Q2R A')') 1284 12 AQ2A 29 2RT7 2?2 12nQ 2?2107 29 QRRA 71‘
"3142ftems 1 selected e ©3
Value = 13.01437 I Version 1.6.15.0 .




Perseus

Statistical Data Analysis - Enrichment Test : t-Test

Processing > Tests > Two samples tests

:': Session - Relevant Changes - Perseus
Fle Tools Window Help
Matrix  Network
t B \_.. Basic ~ Fiterrows v Annot.columns ~ Imputation ~ Time series ~ DE analysis ~ Isobaric Labeling ~ P> Visualization ~ _fj &= & vl Basic ~ W ﬂ
R "9 B8 | Reamange ~ Fitercolumns ~ Annct.rows ~ Leaming ~ Modfications ~ Extemal ~ Z. [l <* 2D X Pwu Clustering/PCA ~ £38 $* & @ | Annot.rows ~
A G Nomalization ~ Qualty ~ Tests ~ Outlers ~ WGCNA ~ Clustering ~ (<) [ ™1y S3 1D & P A Misc. v +% ¢ @ - i R i
Load Processing Analysis Multi-proc. Export
matrix1 matrix2 matrix3 matix4 matrix5 matix6 matrix7 matrixd
Data
v 'LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ LFQ B
it Crte Gz Gz Cnis Cnirs DiftS. DS, DS, Dis. Dirss. Difd S. Difys. Difryp. Difyp. DIy Difeys. Difye.
Type Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main
SB LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin.. |LFQin..
S LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin...
1 ‘ 15.6027 | 15.2655 | 154902 | 15.7588 | 16.5047 | 16.3927 | 157866 | 155511 |15.1825 | 15.2565 | 155061 | 157792 | 155861 | 14.628 | 15.0796 153716 | 153609  15.6501
2 15.7957 16.0043 156239 155923 159705 15.6496 < 14.1856 | 15.5846 | 11.9726 | 12.8582 | 11.4426 16.2481 10.1735 12.4288 154047 927313 155808 12.8713
3 ‘ 154907 152003 | 15621 | 149067 | 152186 | 15.021 |152145 (15126 | 152085 |16.0851  15.6966 |15.1867 |17.5363 | 17.4853 | 152908 | 15.0416 | 153305 | 152065
4 13.25 12.0573 121402 132906 14556 | 14.4443 12608 |12.1394 |13.3981 | 11.8589 | 145212 124602 158372 152094 14.0748 13.7629 13.6459  13.3462
5 ‘ 13.7542 139721 | 13.8524 | 13.2324 | 13.2788 135015 | 14.2317 141904 |12.001 |13.04 14.3844 | 145827 | 9.42047 | 12.9801 | 12.39 13.4134 | 13.9552 | 13.3053
6 154613 156496 159187 15.022 157929 154027 14804 |15.0783 |12.4117 10929 | 13.8733 142966 16.4678 16.2123  13.2848 10.1267 123721 8.70416
7 16.1209 | 16.1338 | 16.4911 | 159291 |16.2213 |16.6646 |17.3201 |16.9317 |17.8778 |17.9586 18.0657 | 12.4342 | 115343 | 142558 | 13.9408 |12.8668 |13.7572
8 14.8772 149033 153677 | 15.6141 154993 15822 | 11.8689 | 14.2487 145199 14.0138  12.6136  13.2975 121952 13.1518 9.76304  12.8855  13.4764 8.16214
9 ‘ 135336 |10.9555 | 133927 |9.5643 |13.4001 | 135217 |13.9563 | 14.5693 |13.0487 | 13.5827 | 13.9557 |14.4968 |13.9336 | 12.3454 |12.5808 | 13.3988 |15.0613 | 119149
10 | 13.4475 | 13.6262 | 13.0008 | 13.7653  13.6208 | 13.3941 142596 132671 145327 142152 14.852 | 129483 147926 143779 |12.0392 12.6415  10.3462  10.3343
i ‘ 11.4667 | 14.1923 | 13.0124 [ 12.8779 | 10.5208 ' 7.93972 |16.3098 |16.1729 |17.2403 |17.122 |16.8417 |16.165 | 16.2099 | 16.8026 | 14.9837 | 15.8051 | 16.0069 | 15.9548
12 16.0804 16.069 | 16.5924 17.3622 17.2147 17.3814 11763 |11.4952 |13.968 |13.5015 127369  11.4397 16.1709 16.6458 15357  14.9057 15.3776  15.3389
13 ‘ 11.2708 | 11.5649 | 12.1723 | 13.0609 | 11.4062 10531 |11.5048 |12.3251 |15.3369 |12.2581 |12.8887 | 109838 125511 | 14.0792 14293 | 12.6436 | 14.1591 | 11.7696
14 | 13.9163 |13.8702 | 14.3671 |14.865 |14.9653 | 15.1503 | 14.2459 | 142372 | 12.9986 | 125111 |14.1747 147171 |13.028 | 13.3694 ' 9.58924 ' 16.2516 | 10.249 136763
15 ‘ 14.9042 | 149224 152079 | 13.7669 | 125769 124224 |11.0067 |10.9583 |12.9499 |10.8134 |12.4726 | 11.4379 ' 9.56079 | 13.6875 | 10.0139 861217 10.181 | 13.7832
16 12.2094 | 12.2637 | 13.8553 | 12.3034 | 14.5747 128217 162097  16.4275 17592 | 17.47 174336 173825 |12502 | 9.14356 157249 162154  16.2608 | 159374
17 ‘ 143318 |12.407 |125811 | 12.0068 |11.0157 |12.666 |13.1222 | 126189 117982 |16.1451 | 14.4791 |077786 | 165249 163995 |14.8108 | 13.3565 | 116479 | 13.0395
18 10.164  12.4989 10.8944 14.8757 11985  10.9919 149987 |15.9364 | 16.0783 | 16.3401 15931 151639 11.659  13.8909  13.8479 143207 13.9426 14.4976
19 ‘ 15.6692 157178 | 15.0009 15258 | 15.5806 | 16.2816 |14.1246 |14.1075 |14.409 |14.666 |14.6188 | 14.2565 | 14.0755 125335 | 15.1889  15.8176 | 15.3053 | 15.1008
20 14.8274 14633 144557 15167  13.9548 14.0485 148536 951972 1426 11.2201 135946 10.8934 ' 14.8706 | 15.2273 |10.7979 |13.4724 |10.2021 |14.3512
24 | 94790& |20 @197 907249 120440 |10 4R12 | 10ARNQ1 | 99914 | 99499 | 919084 | 911091 |99 4RER |91 0QR2 | 99 1984 | 12 499R |99 2827 | 921402 | 92107 |99 QRAEA |
"3.142tems 1selected % v 1]
Value = 13.01437

EOx$® .

IRRTTR TV

Categorical anno..

Categorical anno..

Filter rows based...

Replace missing...

I Vsion 15150




Perseus

Statistical Data Analysis - Enrichment Test : t-Test
Processing > Tests > Two samples tests

:’: Session - Relevant Changes - Perseus
Fle Tools Window Help
Matrix  Network
\ g \_. Basic v~ Fitterrows ¥ Annot. columns ~ Im|
R 3 . Reamrange v Filter columns v Annot. rows Y
AN Nomalization v Qualty v Tests » Outliers
Load
—
matix1 matrix2 matix3 matrix4 matrix5 matix6 matrix7
Data
' 'LFa  LFQ | LFQ _ LFQ
e Cnrae Gz Chiwz
Type Main Main Main Main
SB LFQin.. |LFQin.. |LFQin.. |LFQin..
S LFQin.. LFQin.. LFQin.. LFQin...
1 15.6027 | 15.2655 | 15.4902 | 15.7588
2 15.7957 | 16.0043 | 15.6239 155923
3 15.4907 | 152003 | 15.621 | 14.9067
4 13.25 12.0573 | 12.1402 | 13.2906
5 13.7542 | 13.9721 | 13.8524 | 13.2324
6 154613 156496 159187  15.022
7 161209 |16.1338 | 16.4911
8 14.8772 149033 153677 156141
9 13.5336 | 10.9555 | 13.3927 | 9.5643
10 13.4475 13.6262  13.0008  13.7653
i 11.4667 | 14.1923 | 13.0124 | 12.8779
12 16.0804 16.069  16.5924  17.3622
13 11.2708 | 11.5649 | 12.1723 | 13.0609
14 13.9163 | 13.8702 | 14.3671 | 14.865
15 14.9042 | 14.9224 152079 | 13.7669
16 12.2094 122637 | 13.8553 | 12.3034
17 143318 | 12.407 125811 | 12.0068
18 10.164  12.4989 10.8944 14.8757
19 15.6692 | 157178 | 15.0009 | 15.258
20 14.8274 14633 | 144557 15.167
24 24 790R | 200497 | 207212 | 122410
"3.142items 1 selected
Value = 13.01437

:’-‘ Two-sample tests

Cancel Suppl. table 1

Test

Valid value fitter

Use for truncation

Calculate combined score

-Log10 p-value
Suffix

X
OK
First group (right) LFQ intensity Cntr > | LFQ intensity Cntr N
LFQ intensity Diff
LFQ intensity DiffHyp < t
‘
!
Second groups mode R
Specify individual groups v
Second group (eft) LFQ intensity Cnitr > || LFQ intensity Diff N
LFQ intensity Diff
LFQ intensity DiffHyp < N
!
‘
Paired O
Student’s T4est v
S0 2
Side Both -
Min. number of valid values |1 I
Min. number mode In total v
Min. percentage of valid values |0 |
Min. percentage mode Intotal ~
Pemutation-based FDR v
FDR |0_01|
Report g-value
Number of randomizations l 250
Preserve grouping in randomizations | ¢Nones v
O

EIRUR B 2 S

(RO IV I

Categorical anno..

Categorical anno..

Filter rows based...

Replace missing...

. ’

T

I Vsion 15150




Perseus

Statistical Data Analysis - Enrichment Test : t-Test

Processing > Tests > Two samples tests

:’: Session - Relevant Changes - Perseus

Fle Tools Window Help

Matrix  Network

\ g \_. Basic v~ Fitterrows ¥ Annot. columns ~ Im|
R 3 . Reamrange v Filter columns v Annot. rows Y
A W Nomalization ~ Quality ¥ Tests v Outliers

Load

|
matrix] matix2 matrix3 matrix4 matrix5 matix6 matrix7

Data
LFQ LFQ LFQ LFQ

intensi intensi intensi intensi
Cntr_1t.¥. Cntr_1t.?l. Cntr_2t.¥. Cntr_ZtX

Type Main Main Main Main

SB LFQin.. LFQin.. LFQin.. LFQin..
LFQin.. LFQin.. LFQin.. LFQin..
15.6027 | 15.2655 | 15.4902 | 15.7588
15.7957 | 16.0043 | 15.6239 | 15.5923
15.4907 | 15.2003 | 15.621 | 14.9067
13.25 12.0573 | 12.1402 | 13.2906
13.7542 | 13.9721 | 13.8524 |13.2324
154613 | 15.6496 15.9187 | 15.022

16.1209 | 16.1338 | 16.4911 | 15.9291

w

~N O ;s W N

8 148772 149033 153677 156141
9 13.5336 | 10.9555 | 13.3927 | 9.5643

10 13.4475 13.6262 13.0008  13.7653
1" 11.4667 | 141923 [ 13.0124 1 12.8779
12 16.0804 16.069  16.5924  17.3622
13 11.2708 | 11.5649 [ 12.1723 | 13.0609
14 13.9163 13.8702 143671 14.865

15 14.9042 | 14.9224 152079 | 13.7669
16 122094 | 12.2637 13.8553 | 12.3034
17 143318 | 12.407 125811 | 12.0068
18 10.164  12.4989 10.8944 14.8757
19 15.6692 157178 | 15.0009 | 15.258

20 14.8274 14633 | 14.4557 15.167

24 24 790R& | 200497 2072412 |12 2410

"3142items 1 selected

Value = 13.01437

:’-‘ Two-sample tests

Cancel Suppl. table 1

Test

Valid value fitter

Use for truncation

Calculate combined score

-Log10 p-value
Suffix

] X
[ee) OK
First group (right) LFQ intensity Cntr > | LFQ intensity Cntr N
LFQ intensity Diff
LFQ intensity DiffHyp < t
i
i
Second groups mode Specify individual groups v
Second group (eft) LFQ intensity Cnitr > || LFQ intensity Diff N
LFQ intensity Diff
LFQ intensity DiffHyp < N
i
$
Paired O
Student’s Test v
S0 2
Side Both -

Min. number of valid values
Min. number mode
Min. percentage of valid values

Min. percentage mode

Pemmutation-based FDR
FDR

Report g-value
Number of randomizations

Preserve grouping in randomizations

O

In total

[o.01]

[250

<None>

EIRUR B 2 S

(RO IV I

Categorical anno..

Categorical anno..

Filter rows based...

Replace missing...

. ’

T

I Vsion 15150




Perseus

Statistical Data Analysis - Enrichment Test : t-Test

Processing > Tests > Two samples tests

:’: Session - Relevant Changes - Perseus

Fle Tools Window Help

Matrix  Network

\ g \_. Basic v~ Fitterrows ¥ Annot. columns ~ Im|
R 3 . Reamrange v Filter columns v Annot. rows Y
A W Nomalization ~ Quality ¥ Tests v Outliers

Load

|
matrix] matix2 matrix3 matrix4 matrix5 matix6 matrix7

Data
LFQ LFQ LFQ LFQ

intensi intensi intensi intensi
Cntr_1t.¥. Cntr_1t.?l. Cntr_2t.¥. Cntr_ZtX

Type Main Main Main Main

SB LFQin.. LFQin.. LFQin.. LFQin..
LFQin.. LFQin.. LFQin.. LFQin..
15.6027 | 15.2655 | 15.4902 | 15.7588
15.7957 | 16.0043 | 15.6239 | 15.5923
15.4907 | 15.2003 | 15.621 | 14.9067
13.25 12.0573 | 12.1402 | 13.2906
13.7542 | 13.9721 | 13.8524 |13.2324
154613 | 15.6496 15.9187 | 15.022

16.1209 | 16.1338 | 16.4911 | 15.9291

w

~N O ;s W N

8 148772 149033 153677 156141
9 13.5336 | 10.9555 | 13.3927 | 9.5643

10 13.4475 13.6262 13.0008  13.7653
1" 11.4667 | 141923 [ 13.0124 1 12.8779
12 16.0804 16.069  16.5924  17.3622
13 11.2708 | 11.5649 [ 12.1723 | 13.0609
14 13.9163 13.8702 143671 14.865

15 14.9042 | 14.9224 152079 | 13.7669
16 122094 | 12.2637 13.8553 | 12.3034
17 143318 | 12.407 125811 | 12.0068
18 10.164  12.4989 10.8944 14.8757
19 15.6692 157178 | 15.0009 | 15.258

20 14.8274 14633 | 14.4557 15.167

24 24 790R& | 200497 2072412 |12 2410

"3142items 1 selected

Value = 13.01437

:’-‘ Two-sample tests

Cancel Suppl. table 1

Test

Valid value fitter

Use for truncation

Calculate combined score

-Log10 p-value
Suffix

] X
[ee) OK
First group (right) LFQ intensity Cntr > | LFQ intensity Cntr N
LFQ intensity Diff
LFQ intensity DiffHyp < t
i
i
Second groups mode Specify individual groups v
Second group (eft) LFQ intensity Cnitr > || LFQ intensity Diff N
LFQ intensity Diff
LFQ intensity DiffHyp < N
i
$
Paired O
Student’s Test v
S0 2
Side Both -

Min. number of valid values
Min. number mode
Min. percentage of valid values

Min. percentage mode

Pemmutation-based FDR
FDR

Report g-value
Number of randomizations

Preserve grouping in randomizations

O

In total

[o.01]

[250

<None>

EIRUR B 2 S

(RO IV I

Categorical anno..

Categorical anno..

Filter rows based...

Replace missing...

. ’

T

I Vsion 15150




Perseus

Statistical Data Analysis - Enrichment Test : t-Test

Processing > Tests > Two samples tests

:’: Session - Relevant Changes - Perseus

Fle Tools Window Help

Matrix  Network

\ g \_, Basic v~ Fitterrows ¥ Annot. columns ~ Im|

R 3 . Reamrange v Filter columns v Annot. rows Y

A W Nomalization v Quality ~ Tests ~ Outliers
Load

|
matrix] matix2 matrix3 matrix4 matrix5 matix6 matrix7

Data
' LFQ  LFQ  LFQ _ LFQ
R U S
Type Main Main Main Main
SB LFQin.. LFQin.. LFQin... LFQin..
s LFQin.. LFQin.. LFQin. LFQin..
1 156027 | 152655 | 15.4902 | 15.7588
2 157957 16.0043 156239 155923
3 154907 | 152003 | 15621 | 14.9067
4 1325 | 12.0573 121402  13.2906
5 137542 |13.9721 |13.8524 | 13.2324
6 154613 156496 159187  15.022
E—
8 148772 | 14.9033 153677 15.6141
9 135336 | 10.9555 | 13.3927 | 9.5643
10 13.4475 136262 13.0008  13.7653
1 114667 |14.1923 |13.0124 | 12.8779
12 16.0804 | 16.069 | 165924  17.3622
13 112708 | 115649 | 12.1723 | 13.0609
14 13.9163 138702 143671 14.865
15 14.9042 | 14.9224 | 152079 | 13.7669
16 122094 122637 13.8553 123034
17 143318 |12.407 | 125811 | 12.0068
18 10164 | 12.4989  10.8944 148757
19 156692 | 157178 | 15.0009 | 15.258
20 148274 14633 | 144557 15.167
21 21 72NR 2N Q197 20 7219 12 2410
3142items 1 selected
Value = 13.01437

:'-J Two-sample tests

Cancel Suppl. table 1

Test

Valid value fitter

Use for truncation

Calculate combined score

-Log10 p-value
Suffix

] X
[ee) OK
First group (right) LFQ intensity Cntr > | LFQ intensity Cntr N
LFQ intensity Diff
LFQ intensity DiffHyp < t
i
i
Second groups mode Specify individual groups v
Second group (eft) LFQ intensity Cnitr > || LFQ intensity Diff N
LFQ intensity Diff
LFQ intensity DiffHyp < N
i
$
Paired O
Student’s Ttest v
S0 2
Both v

Min. number of valid values
Min. number mode
Min. percentage of valid values

Min. percentage mode

Pemmutation-based FDR
FDR

Report g-value
Number of randomizations

Preserve grouping in randomizations

O

In total

[0.01]

[250

<None>

EAOHxX$e

Prunsivnn 1

Categorical anno..

Categorical anno..

Filter rows based...

Replace missing...

P~ =1

D— & |

I Vsion 15150




Perseus T

Statistical Data Analysis - Enrichment Test : t-Test
Processing > Tests > Two samples tests

{4 Session - Relevant Changes - Perseus - O X
File ~ Tools Window Help {8 Two-sample tests - =] X
Matrix  Network Cancel Suppl. table 1 @ o §
L 4 g \_, Basic ~ Fiterrows ¥ Annot.columns v Im) First group (right) LFQ intensity Cntr > | LFQ intensity Crtr N " =
. LFQ intensity Diff
E % B Reamange v Fiter columns ~ Annot. rows Y LFQintensity DifHyp S t
!
A W Nomalization v Quality ~ Tests ~ Outliers i
Load
[ —— 1 I I
matrix] matrix2 matrix3 matixd matix5 matix6 matrix7 BRIE. X = T
Data Second groups mode Specify individual groups v S » '
LFQ LFQ LFQ LFQ Second group (eft) ng intensity %r > | LFQintensity Diff '
intensity intensity intensity intensity LFQ intensty Di
Cntr_1.. Cntr_1.. Cntr_2.. Cntr_2_. LFQintensty DiffHyp s L
Type Main Main Main Main t Categorical anno..
SB LFQin.. LFQin.. LFQin.. LFQin..
LFQin.. LFQin.. LFQin... LFQin..
15.6027 | 15.2655 | 15.4902 | 157588

i Cat ical
157957 16.0043 | 156239 | 155923 Pared O

15.4907 152003 | 15621 | 14.9067

O 0 N AW N s !

1325 120573 121402 132906 | 1oy
Student's T4est v
137542 |13.9721 |13.8524 | 13.2324 0 5 Filter rows based...
154613 156496 159187  15.022 Boh »
16.1209 |16.1338 | 16.4911 | 15.9291
Valid value filt
14.8772 149033 153677 156141 | —
135336 | 10.9555 | 133927 | 9.5643 Hin. number o vald values L |
Min. number mode In total v
10 13.4475 13.6262  13.0008  13.7653 M poreragecvakdvates  [p |
1 114667 |14.1923 | 13.0124 | 12.8779 Min. percentage mode v -
12 16.0804  16.069 | 165924  17.3622
13 112708 | 115649 |12.1723 | 13.0609 | “sefortuncaton Pemnutation-based FOR 9
FDR
14 13.9163 | 13.8702 143671 14.865 i . {;‘”' ]
15 14.9042 | 14.9224 | 152079 | 13.7669 Nmber of rancomiaations 250 |
16 12.2094 122637 | 13.8553 | 12.3034 Preserve grouping in randomizations | (Nones <
17 143318 |12.407 | 125811 | 12.0068
18 10.164 | 12.4989 | 10.8944 |14.8757 | Cdleuiate combined score O
19 156692 | 157178 | 15.0009 | 15.258
20 14.8274 14633 | 14.4557 15167
21 21 72NA 20 Q127 20 7219 12 2410
-Log10 p-value o
3142¢tems 1 selected Suffix I l © -

D— & |

Value = 13.01437 I Version 1.6.15.0 :




Perseus

Statistical Data Analysis - Enrichment Test : t-Test

Processing > Tests > Two samples tests

:’2 Session - Relevant Changes - Perseus
Fle Tools Window Help
Matrix  Network
t B8 = Basic » Fiterrows v Annot.columns v Im
R 9 . Reamrange v Filter columns v Annot. rows Y
A BN Nomalization ~ Qualty v Tests v Outliers
Load
I —
matix1 matrix2 matix3 matrix4 matrix5 matix6 matrix7
Data
LFQ LFQ = LFQ | LFQ
Crirte Cnit Gz Chiz
Type Main Main Main Main
SB LFQin.. LFQin.. LFQin.. LFQin..
S LFQin.. LFQin.. LFQin.. LFQin...
1 15.6027 | 15.2655 | 15.4902 | 15.7588
2 15.7957 | 16.0043 | 15.6239 155923
3 15.4907 | 152003 | 15.621 | 14.9067
4 13.25 12.0573 | 12.1402 | 13.2906
5 13.7542 | 13.9721 | 13.8524 | 13.2324
6 154613 156496 159187  15.022
v
8 14.8772 149033 153677 15.6141
9 13.5336 | 10.9555 | 13.3927 | 9.5643
10 13.4475 13.6262  13.0008  13.7653
i 11.4667 | 14.1923 | 13.0124 | 12.8779
12 16.0804 16.069  16.5924  17.3622
13 11.2708 | 11.5649 | 12.1723 | 13.0609
14 13.9163 13.8702 143671  14.865
15 14.9042 | 14.9224 152079 | 13.7669
16 12.2094 122637 | 13.8553 | 12.3034
17 143318 | 12.407 125811 | 12.0068
18 10.164  12.4989 10.8944 14.8757
19 15.6692 | 157178 | 15.0009 | 15.258
20 14.8274 14633 | 144557 15.167
24 24 790R | 200497 | 207212 | 122410
3142tems 1 selected
Value = 13.01437

:’2 Two-sample tests

Cancel Suppl. table 1

Test

Valid value fitter

Use for truncation

Calculate combined score

-Log10 p-value
Suffix

] X
@ oK
First group (right) LFQ intensity Critr > | LFQ intensity Cntr .
LFQ intensity Diff
LFQ intensity DiffHyp < t
i
!
Second groups mode Specify individual groups v
Second group (eft) LFQ intensity Cntr > ||LFQintensity Diff N
LFQ intensity Diff
LFQ intensity DiffHyp < N
i
!

EIRUR B 2 S

(RO IV

Student’s T4est v
S0 2 ‘

Both v
Min. number of valid values |1 I
Min. number mode In total v
Min. percentage of valid values |0 |
Min. percentage mode Intotal ~
Pemutation-based FDR v
FDR l0_01|
Foperie o4
Number of randomizations l 250
Preserve grouping in randomizations | ¢Nones v

O

|
I - <icn 16150




Perseus

Statistical Data Analysis - Visualisation: Intensity Difference - Statistical
Significance - Visualisation > Scatter Plot

[ Al Session - Relevant Changes - Perseus = O X
Fle Tools Window Help
Matrix  Network =
t B \_, Basic ~ Fitterrows v Annot. columns ~ Imputation ~ Time serfies ~ DE analysis ~ Isobaric Labeling » P> Visualization ~ _ | = & ol Basic ~ W ﬂ L+
R s B8 | Reamange ~ Fitercolumns ~ Annct.rows v Leaming ~ Modfications ~ Extemal ~ Z. [l <% 2D X Pu Clustering/PCA ~ £32 $* & @ | Annot.rows ~
AN Nommalization ~ Qualty ~ Tests ~ Outliers + WGCNA ~ Clustering ~ Ix) [ ™0 v 3 1D &8 P- A Misc. » 4% ¢ @ o BEE
Load Processing Analysis Mult-proc. Export
matix] matix2 matix3 matix4 matix5 matix6 matix7 matix@ matrix12 matrix11 SRR X 2 - matrix 1’
Data  Scatter Plot Loy 3 (1}25/
’ [LFa LFQ  LFQ LFQ  LFQ LFQ LFQ  |LFQ LFQ  [LFQ LFQ  |LFQ LFQ  LFQ LFQ LFQ LFQ LFa - Oric
e G Cnirze Gz Cruae Cnose DiftS. Dits. DitsS. Ditos. DisS. Dif3 S. Diyp.. Difrys. Diffyp.. Difrys. DAryp. Difiyp. - Fie
Type Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Categorical anno.. gz:
SB LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. (- Mai
S LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. &- Ca?
1 15.6027 | 15.2655 |15.4902 |15.7588 | 16.5047 163927 157866 | 15.5511 |15.1825 |15.2565 |15.5061 | 157792 155861 | 14.628 15.0796 |15.3716 | 153609 | 15.6501 : 8 f:::
2 157957 |16.0043 156239 155923 159705 156496 | 14.1856 155846 119726 128582 114426 162481 101735 124288 154047 927313 155808 128713 Categorigalanno. - Mul
3 15.4907 |15.2003 |15.621 14.9067 |15.2186 | 15.021 15.2145 | 15.126 15.2085 |16.0851 | 15.6966 | 15.1867 | 17.5363 |17.4853 | 15.2908 |15.0416 |15.3305 |15.2065 D"(S:a?
4 13.25 12.0573 121402 | 13.2906 | 14.556 ‘ 14.4443 1 12.608 12.1394 ’ 13.3981 11.8589 | 145212 | 124602 | 158372 152094 14.0748  13.7629 ‘ 13.6459 | 13.3462 Ntl:l,l
5 13.7542 | 13.9721 |13.8524 |13.2324 132788 135015 | 14.2317 | 14.1904 | 12.001 13.04 14.3844 | 145827 |9.42047 129801 1239 13.4134 | 13.9552 | 13.3053 Filter rows based... - Mul
6 154613 | 15.6496 | 159187 15.022 15.7929 ‘ 15.4027 | 14.804 15.0783 ’ 12.4117  10.929 13.8733 142966 | 16.4678 | 16.2123 | 13.2848 10.1267 ‘ 12.3721 | 8.70416
7 16.1209 | 16.1338 | 16.4911 | 159291 | 16.2213 | 16.6646  17.3201 | 16.9317 | 17.8778 |17.9586 |17.958 18.0657 | 12.4342 |11.5343 |14.2558 | 13.9408 | 12.8668 | 13.7572
8 148772 | 149033 | 153677 | 156141 154993 ‘ 15.822 11.8689 | 14.2487 ’ 145199 14.0138 | 126136 |13.2975 | 12.1952 13.1518 9.76304  12.8855 ‘ 13.4764 ' 8.16214 Replacer'nissing < >
9 13.5336 | 10.9555 |13.3927 | 9.5643 13.4001 | 13.5217 |13.9563 |14.5693 | 13.9487 | 13.5827 | 13.9557 | 14.4968 |13.9336 |12.3454 | 125808 | 13.3988 | 15.0613 | 11.9149
10 13.4475 | 13.6262 |13.0008 |13.7653 |13.6208 |13.3941 |14.2596 |13.2671 |14.5327 |14.2152 12.9483 | 147926 |143779 [12.0392 |12.6415 | 103462 | 10.3343
1" 11.4667 | 14.1923 |13.0124 |12.8779 105208 7.93972 16.3098 | 16.1729 | 17.2403 |17.122 16.8417 | 16.165 16.2099 |16.8026 |14.9837 158051 | 16.0069 | 15.9548
12 16.0804 16.069 16.5924 | 17.3622 | 17.2147 ‘ 17.3814 | 11.763 11.4952 ’ 13.968 13.5015 | 127369 | 114397 16.1709 16.6458 | 15.357 14.9057 ‘ 15.3776 | 15.3389
13 11.2708 | 11.5649 |12.1723 |13.0609 | 11.4062 10531 11.5048 |12.3251 | 153369 122581 | 12.8887 | 10.9838 | 125511 14.0792 |14.293 12.6436 | 14.1591 | 11.7696 °
14 13.9163 | 13.8702 | 143671 14.865 14.9653 ‘ 15.1503 | 14.2459 | 14.2372 ’ 12.9986 125111 |14.1747 147171 13.028 13.3694 958924 | 16.2516 ‘ 10.249 13.6763 matrix11,T l
15 14.9042 | 149224 | 152079 |13.7669 | 125769 | 124224 | 11.0067 | 10.9583 |12.9499 |10.8134 |12.4726 114379 956079 ' 13.6875  10.0139 8.61217 |10.181 13.7832 © %o
16 122094 | 12.2637 1 13.8553 | 12.3034 | 14.5747 ‘ 12.8217 | 16.2097 16.4275 ’ 17.592 | 17.47 17.4336 | 17.3825 12502 9.14356 | 157249 16.2154 ‘ 16.2608 | 15.9374
17 14.3318 | 12.407 125811 | 12.0068 |11.0157 | 12.666 13.1222 | 126189 | 11.7982 | 16.1451 | 14.4791 | 977786 | 16.5249 |16.3995 |14.8108 | 13.3565 | 11.6479 | 13.0395
18 10.164 V 12.4989 10.8944 ‘ 14.8757 | 11.985 ‘ 10.9919 | 14.9987 15.9364 [ 16.0783 | 16.3401 ' 15.931 15.1639 V 11.659 | 13.8909 ‘ 13.8479 | 14.3207 ‘ 13.9426 | 14.4976
19 15.6692 | 15.7178 |15.0009 | 15258 15.5806 | 16.2816 |14.1246 | 14.1075 | 14.409 14.666 146188 |14.2565 |14.0755 125335 | 15.1889 | 15.8176 | 15.3053 |15.1008
20 14.8274 . 14.633 | 14.4557 ' 15.167 | 13.9548 ‘ 14.0485 | 14.8536 9.51972 ‘ 14.26 11.2201 ' 13.5946 | 10.8934 . 14.8706 | 152273 ' 10.7979 | 13.4724 ‘ 10.2021 | 14.3512
21 21 720NR 2N Q1927 20 7219 12 2410 10 AR12 10 AN21 29 214 29 1R292 21 20RA 21 1021 29 1RRR 21 Q2R 29 1984 12 AQ2R 29 2R_RAT 122 12n2 2?2107 29 QRRA
3.142items 1 selected i ©a
Value = 13.01437 I Version 16150 .




Perseus L

Statistical Data Analysis - Visualisation: Intensity Difference - Statistical
Significance - Visualisation > Scatter Plot

[ Al Session - Relevant Changes - Perseus = O X
Fle Tools Window Help
Matrix  Network =
\ g \_, Basic » Fitterrows * Annot.columns v Imputation » Time series * DE analysis  lsobaric Labeling ~ P> Visualization ~ ‘i f“& 9 .,.Basic - @ ﬂ |+
R & . Reamange v Fittercolumns v Annot.rows ~ Leaming ~ Modfications + Extemal ~ Z . 2D X Pu +i Scatter plot | Annot. rows ~
AN Nommalization ~ Qualty ~ Tests ~ Outliers + WGCNA ~ Clustering ~ Ix) [ ™0 v 3 1D &8 P- A - : 88
Load Processing W Profile plot Mult-proc. Export
: Plot tw
— ‘. Histogram Data I__—
matrix] matrix2 matix3 matrixd matrix5 matrix6 matix7 matix8 matrix12 matrix11 — ] P ZHx$ - | E-matix]
Data  Scatter Flot MERS  Multi scatter plot ey @ e
’ [LFa LFQ _ LFQ LFQ _ LFQ LFQ LFQ _ LFQ LFQ  LFQ tFa | ¥y 3Dplot ) LFQ LFQ LFQa . Oric
e G Gy Gz Cria. Cnose DifiS. Difs. DisS. Digs. D s - — .. Difttyp.. Diffryp.. Diteyp. - Fie
Type Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Categorical anno.. gz:
SB LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. (- Mai
S LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. &- Ca?
1 15.6027 | 15.2655 |15.4902 |15.7588 | 16.5047 163927 157866 | 15.5511 |15.1825 |15.2565 |15.5061 | 157792 155861 | 14.628 15.0796 |15.3716 | 153609 | 15.6501 : 8 f:::
2 157957 |16.0043 156239 155923 159705 156496 | 14.1856 155846 119726 128582 114426 162481 101735 124288 154047 927313 155808 128713 Categorigal anno. Ml
3 15.4907 |15.2003 |15.621 14.9067 |15.2186 | 15.021 15.2145 | 15.126 15.2085 |16.0851 | 15.6966 | 15.1867 | 17.5363 |17.4853 | 15.2908 |15.0416 |15.3305 |15.2065 - (S:at
4 13.25 12.0573 121402 | 13.2906 | 14.556 ‘ 14.4443 1 12.608 12.1394 ’ 13.3981 11.8589 | 145212 | 124602 | 158372 152094 14.0748  13.7629 ‘ 13.6459 | 13.3462 NtLT,I
5 13.7542 | 13.9721 |13.8524 |13.2324 132788 135015 | 14.2317 | 14.1904 | 12.001 13.04 14.3844 | 145827 |9.42047 129801 1239 13.4134 | 13.9552 | 13.3053 Filter rows based... - Mul
6 154613 | 15.6496 | 159187 15.022 15.7929 ‘ 15.4027 | 14.804 15.0783 ’ 12.4117  10.929 13.8733 142966 | 16.4678 | 16.2123 | 13.2848 10.1267 ‘ 12.3721 | 8.70416
7 16.1209 | 16.1338 | 16.4911 | 159291 | 16.2213 | 16.6646  17.3201 | 16.9317 | 17.8778 |17.9586 |17.958 18.0657 | 12.4342 |11.5343 |14.2558 | 13.9408 | 12.8668 | 13.7572
8 148772 | 149033 | 153677 | 156141 154993 ‘ 15.822 11.8689 | 14.2487 ’ 145199 14.0138 | 126136 |13.2975 | 12.1952 13.1518 9.76304  12.8855 ‘ 13.4764 ' 8.16214 Replaceaissing < >
9 13.5336 | 10.9555 |13.3927 | 9.5643 13.4001 | 13.5217 |13.9563 |14.5693 | 13.9487 | 13.5827 | 13.9557 | 14.4968 |13.9336 |12.3454 | 125808 | 13.3988 | 15.0613 | 11.9149
10 13.4475 | 13.6262 |13.0008 |13.7653 |13.6208 |13.3941 |14.2596 |13.2671 |14.5327 |14.2152 12.9483 | 147926 |143779 [12.0392 |12.6415 | 103462 | 10.3343
1" 11.4667 | 14.1923 |13.0124 |12.8779 105208 7.93972 16.3098 | 16.1729 | 17.2403 |17.122 16.8417 | 16.165 16.2099 |16.8026 |14.9837 158051 | 16.0069 | 15.9548
12 16.0804 16.069 16.5924 | 17.3622 | 17.2147 ‘ 17.3814 | 11.763 11.4952 ’ 13.968 13.5015 | 127369 | 114397 16.1709 16.6458 | 15.357 14.9057 ‘ 15.3776 | 15.3389
13 11.2708 | 11.5649 |12.1723 |13.0609 | 11.4062 10531 11.5048 |12.3251 | 153369 122581 | 12.8887 | 10.9838 | 125511 14.0792 |14.293 12.6436 | 14.1591 | 11.7696 °
14 13.9163 | 13.8702 | 143671 14.865 14.9653 ‘ 15.1503 | 14.2459 | 14.2372 ’ 12.9986 125111 |14.1747 147171 13.028 13.3694 958924 | 16.2516 ‘ 10.249 13.6763 matrix11,T l
15 14.9042 | 149224 | 152079 |13.7669 | 125769 | 124224 | 11.0067 | 10.9583 |12.9499 |10.8134 |12.4726 114379 956079 ' 13.6875  10.0139 8.61217 |10.181 13.7832 © %o
16 12.2094 | 12.2637 |13.8553 |12.3034 | 145747 ‘ 12.8217 | 16.2097 | 16.4275 ’ 17592 | 17.47 17.4336 | 17.3825 | 12502 |9.14356 | 157249 16.2154 ‘ 16.2608 | 15.9374
17 14.3318 | 12.407 125811 | 12.0068 |11.0157 | 12.666 13.1222 | 126189 | 11.7982 | 16.1451 | 14.4791 | 977786 | 16.5249 |16.3995 |14.8108 | 13.3565 | 11.6479 | 13.0395
18 10.164 ‘ 12.4989 | 10.8944 ‘ 14.8757 11.985 ‘ 10.9919 | 14.9987 | 15.9364 [ 16.0783 | 16.3401 ' 15.931 15.1639 ‘ 11.659 | 13.8909 ‘ 13.8479 | 14.3207 ‘ 13.9426 | 14.4976
19 15.6692 | 15.7178 |15.0009 | 15258 15.5806 | 16.2816 |14.1246 | 14.1075 | 14.409 14.666 146188 |14.2565 |14.0755 125335 | 15.1889 | 15.8176 | 15.3053 |15.1008
20 14.8274 . 14633 | 14.4557 ' 15.167 | 13.9548 ‘ 14.0485 | 14.8536 | 9.51972 ‘ 14.26 11.2201 ' 13.5946 | 10.8934 . 14.8706 | 152273 ' 10.7979 | 13.4724 ‘ 10.2021 | 14.3512
21 21 720NR 2N Q1927 20 7219 12 2410 10 AR12 10 AN21 29 214 29 1R292 21 20RA 21 1021 29 1RRR 21 Q2R 29 1984 12 AQ2R 29 2R_RAT 122 12n2 2?2107 29 QRRA
3.142items 1 selected i ©a
Value = 13.01437 I Version 16150 .




Perseus

Statistical Data Analysis - Visualisation: Intensity Difference - Statistical
Significance - Visualisation > Scatter Plot

[ Al Session - Relevant Changes - Perseus = O X
Fle Tools Window Help
Matrix  Network =
t B \_, Basic ~ Fitterrows v Annot. columns ~ Imputation ~ Time serfies ~ DE analysis ~ Isobaric Labeling » P> Visualization ~ _ | = & ol Basic ~ W ﬂ L+
R s B8 | Reamange ~ Fitercolumns ~ Annct.rows v Leaming ~ Modfications ~ Extemal ~ Z. [l <% 2D X Pu Clustering/PCA ~ £32 $* & @ | Annot.rows ~
AN Nommalization ~ Qualty ~ Tests ~ Outliers + WGCNA ~ Clustering ~ Ix) [ ™0 v 3 1D &8 P- A Misc. » 4% ¢ @ o BEE
Load Processing Analysis Mult-proc. Export
matix] matix2 matix3 matix4 matix5 matix6 matix7 matix@ matrix12 matrix11 SRR X 2 - matrix 1’
Data  Scatter Plot Loy 3 (1}25/
’ [LFa LFQ  LFQ LFQ  LFQ LFQ LFQ  |LFQ LFQ  [LFQ LFQ  |LFQ LFQ  LFQ LFQ LFQ LFQ LFa - Oric
e G Cnirze Gz Cruae Cnose DiftS. Dits. DitsS. Ditos. DisS. Dif3 S. Diyp.. Difrys. Diffyp.. Difrys. DAryp. Difiyp. - Fie
Type Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Categorical anno.. gz:
SB LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. (- Mai
S LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. LFQin.. &- Ca?
1 15.6027 | 15.2655 |15.4902 |15.7588 | 16.5047 163927 157866 | 15.5511 |15.1825 |15.2565 |15.5061 | 157792 155861 | 14.628 15.0796 |15.3716 | 153609 | 15.6501 : 8 f:::
2 157957 |16.0043 156239 155923 159705 156496 | 14.1856 155846 119726 128582 114426 162481 101735 124288 154047 927313 155808 128713 Categorigalanno. - Mul
3 15.4907 |15.2003 |15.621 14.9067 |15.2186 | 15.021 15.2145 | 15.126 15.2085 |16.0851 | 15.6966 | 15.1867 | 17.5363 |17.4853 | 15.2908 |15.0416 |15.3305 |15.2065 D"(S:a?
4 13.25 12.0573 121402 | 13.2906 | 14.556 ‘ 14.4443 1 12.608 12.1394 ’ 13.3981 11.8589 | 145212 | 124602 | 158372 152094 14.0748  13.7629 ‘ 13.6459 | 13.3462 Ntl:l,l
5 13.7542 | 13.9721 |13.8524 |13.2324 132788 135015 | 14.2317 | 14.1904 | 12.001 13.04 14.3844 | 145827 |9.42047 129801 1239 13.4134 | 13.9552 | 13.3053 Filter rows based... - Mul
6 154613 | 15.6496 | 159187 15.022 15.7929 ‘ 15.4027 | 14.804 15.0783 ’ 12.4117  10.929 13.8733 142966 | 16.4678 | 16.2123 | 13.2848 10.1267 ‘ 12.3721 | 8.70416
7 16.1209 | 16.1338 | 16.4911 | 159291 | 16.2213 | 16.6646  17.3201 | 16.9317 | 17.8778 |17.9586 |17.958 18.0657 | 12.4342 |11.5343 |14.2558 | 13.9408 | 12.8668 | 13.7572
8 148772 | 149033 | 153677 | 156141 154993 ‘ 15.822 11.8689 | 14.2487 ’ 145199 14.0138 | 126136 |13.2975 | 12.1952 13.1518 9.76304  12.8855 ‘ 13.4764 ' 8.16214 Replacer'nissing < >
9 13.5336 | 10.9555 |13.3927 | 9.5643 13.4001 | 13.5217 |13.9563 |14.5693 | 13.9487 | 13.5827 | 13.9557 | 14.4968 |13.9336 |12.3454 | 125808 | 13.3988 | 15.0613 | 11.9149
10 13.4475 | 13.6262 |13.0008 |13.7653 |13.6208 |13.3941 |14.2596 |13.2671 |14.5327 |14.2152 12.9483 | 147926 |143779 [12.0392 |12.6415 | 103462 | 10.3343
1" 11.4667 | 14.1923 |13.0124 |12.8779 105208 7.93972 16.3098 | 16.1729 | 17.2403 |17.122 16.8417 | 16.165 16.2099 |16.8026 |14.9837 158051 | 16.0069 | 15.9548
12 16.0804 16.069 16.5924 | 17.3622 | 17.2147 ‘ 17.3814 | 11.763 11.4952 ’ 13.968 13.5015 | 127369 | 114397 16.1709 16.6458 | 15.357 14.9057 ‘ 15.3776 | 15.3389
13 11.2708 | 11.5649 |12.1723 |13.0609 | 11.4062 10531 11.5048 |12.3251 | 153369 122581 | 12.8887 | 10.9838 | 125511 14.0792 |14.293 12.6436 | 14.1591 | 11.7696 °
14 13.9163 | 13.8702 | 143671 14.865 14.9653 ‘ 15.1503 | 14.2459 | 14.2372 ’ 12.9986 125111 |14.1747 147171 13.028 13.3694 958924 | 16.2516 ‘ 10.249 13.6763 matrix11,T l
15 14.9042 | 149224 | 152079 |13.7669 | 125769 | 124224 | 11.0067 | 10.9583 |12.9499 |10.8134 |12.4726 114379 956079 ' 13.6875  10.0139 8.61217 |10.181 13.7832 © %o
16 122094 | 12.2637 1 13.8553 | 12.3034 | 14.5747 ‘ 12.8217 | 16.2097 16.4275 ’ 17.592 | 17.47 17.4336 | 17.3825 12502 9.14356 | 157249 16.2154 ‘ 16.2608 | 15.9374
17 14.3318 | 12.407 125811 | 12.0068 |11.0157 | 12.666 13.1222 | 126189 | 11.7982 | 16.1451 | 14.4791 | 977786 | 16.5249 |16.3995 |14.8108 | 13.3565 | 11.6479 | 13.0395
18 10.164 V 12.4989 10.8944 ‘ 14.8757 | 11.985 ‘ 10.9919 | 14.9987 15.9364 [ 16.0783 | 16.3401 ' 15.931 15.1639 V 11.659 | 13.8909 ‘ 13.8479 | 14.3207 ‘ 13.9426 | 14.4976
19 15.6692 | 15.7178 |15.0009 | 15258 15.5806 | 16.2816 |14.1246 | 14.1075 | 14.409 14.666 146188 |14.2565 |14.0755 125335 | 15.1889 | 15.8176 | 15.3053 |15.1008
20 14.8274 . 14.633 | 14.4557 ' 15.167 | 13.9548 ‘ 14.0485 | 14.8536 9.51972 ‘ 14.26 11.2201 ' 13.5946 | 10.8934 . 14.8706 | 152273 ' 10.7979 | 13.4724 ‘ 10.2021 | 14.3512
21 21 720NR 2N Q1927 20 7219 12 2410 10 AR12 10 AN21 29 214 29 1R292 21 20RA 21 1021 29 1RRR 21 Q2R 29 1984 12 AQ2R 29 2R_RAT 122 12n2 2?2107 29 QRRA
3.142items 1 selected i ©a
Value = 13.01437 I Version 16150 .




Perseus

Statistical Data Analysis - Visualisation: Intensity Difference - Statistical
Significance - Visualisation > Scatter Plot

[ Al Session - Relevant Changes - Perseus = O X
Fle Tools Window Help
Matrix  Network -
L § g \_, Basic » Fitterrows * Annot.columns v Imputation » Time series * DE analysis  lsobaric Labeling ~ P> Visualization ~ _J§ = ¢ ok Basic + W ﬂ i
Rl | Reamange ~ Fitercolumns ~ Annct.rows ~ Leaming ~ Modfications ~ Extemal ~ Z. [l < 2D X Pu Clustering/PCA ~ £35 $* & @ | Annot.rows ~
AN Nomalization ~ Quality  Tests * Outliers + WGCNA v Clustering ~ I(x) | ™8 7 &2 1D &8 P- A Msc. v o+ W @ = 0] i v e
Load Processing Analysis Multi-proc. Export
matrix] matrix2 matrix3 matrix4 matrix5 matix6 matrix7 matrix@ matrix12 matrix11 ZlH X $ 9 ;‘ =) matrix 1
Data Scatter Plot w-»-_l ) ! (1:5
LFR |LFQ |LF@ |LF@ |LFQ LF@ |LFQ  |LFQ  |LFQ |LFQ |LFQ& |LF@& |LF@& |LFQ@ |LF@ LF@  |LFQ  |LFQ ... Oric
intensity intensity intensity intensity intensity intensity intensi intensi intensi intensi intensi intensi intensity intensity intensity intensity intensity intensity — Fie
Cntr_1.. Cntr_1... Cntr_2.. Cntr_2.. Cntr_3.. Cntr_3... Diff1_S... Diff1_S... Diff2_S... Diff2_S... Diff3_S... Diff3_S... DiffHyp... DiffHyp... DiffHyp... DiffHyp... DiffHyp... DiffHyp... - Hile
Type Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Main Categorical anno.. g:
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(@ STR' N G Search Download

Help My Data

The following proteins in Homo sapiens appear to match your input.
Please review the list, then click 'Continue' to proceed.

950 query items showing page 1 of 48 - first « previous * next * last
1) 'Gene names":

- - Sorry, STRING found no proteins by this name in Homo sapiens - -

2) 'ILVBL:

v| ILVBL - Acetolactate synthase-like protein; ilvB acetolactate synthase like
3) 'VWAS"

lv| VWAS - Von Willebrand factor A domain-containing protein 8; Exhibits ATPase activity in vitro
4) 'C50rf51"

v| C50rf51 - UPF0600 protein C5orf51; Chromosome 5 open reading frame 51; Belongs to the UPF0600 family
5) 'WASH3P;WASH2P;WASH1":

- - Sorry, STRING found no proteins by this name in Homo sapiens - -
6) 'NACA:

v| NACA - Nascent polypeptide-associated complex subunit alpha, muscle-specific form; Cardiac- and muscle-specific transcription factor. May act to regulate
the expression of genes involved in the development of myotubes. Plays a critical role in ventricular cardiomyocyte expansion and regulates postnatal skeletal
muscle growth and regeneration. Involved in the organized assembly of thick and thin filaments of myofibril sarcomeres (By similarity)

BTF3 - Transcription factor BTF3; When associated with NACA, prevents inappropriate targeting of non-secretory polypeptides to the endoplasmic reticulum
(ER). Binds to nascent polypeptide chains as they emerge from the ribosome and blocks their interaction with the signal recognition particle (SRP), which
normally targets nascent secretory peptides to the ER. BTF3 is also a general transcription factor that can form a stable complex with RNA polymerase II.
Required for the initiation of transcription [a.k.a. LOC102724313, NACB, OK/SW-cl.8]

7) 'AGPS":

lv| AGPS - Alkyldihydroxyacetonephosphate synthase, peroxisomal; Catalyzes the exchange of an acyl for a long-chain alkyl group and the formation of the ether
bond in the biosynthesis of ether phospholipids; Belongs to the FAD-binding oxidoreductase/transferase type 4 family
8) 'AIP":

lv| AIP - AH receptor-interacting protein; May play a positive role in AHR-mediated (aromatic hydrocarbon receptor) signaling, possibly by influencing its receptivity
for ligand and/or its nuclear targeting; FKBP prolyl isomerases
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BTF3 - Transcription factor BTF3; When associated with NACA, prevents inappropriate targeting of non-secretory polypeptides to the endoplasmic reticulum
(ER). Binds to nascent polypeptide chains as they emerge from the ribosome and blocks their interaction with the signal recognition particle (SRP), which
normally targets nascent secretory peptides to the ER. BTF3 is also a general transcription factor that can form a stable complex with RNA polymerase II.
Required for the initiation of transcription [a.k.a. LOC102724313, NACB, OK/SW-cl.8]

7) 'AGPS":

lv| AGPS - Alkyldihydroxyacetonephosphate synthase, peroxisomal; Catalyzes the exchange of an acyl for a long-chain alkyl group and the formation of the ether
bond in the biosynthesis of ether phospholipids; Belongs to the FAD-binding oxidoreductase/transferase type 4 family
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© Viewers > (@ Legend > - 2 Analysis > BB Exports > &% Clusters > @ More @ Less

Basic Settings Network type

. . . . - UPDATE
[E full STRING network ( the edges indicate both functional and physical protein associations )

[— physical subnetwork (the edges indicate that the proteins are part of a physical complex )

meaning of network edges:

[— evidence (2 line color indicates the type of interaction evidence )




String : https://string-db.org/ %2 STRING

Statistical Data Analysis - Visualisation: Network & Pathway Analysis

C110rf31” BeegrSAMDS " Tty > 4 - AGLN2WY R IR/
Al - . Ol S8 RILPL1ESE T
S e ALDHIA1 T24P CF -*3 - ﬁ‘.\‘_,;»t;, CAPN:;
V. MR PDIAS SN ' - i.@) TAP2TAP
3 - S
U125 E LTA on oy o7 N

GNSP

\- i
T
\ L5 ..\
N o ‘

LZTFL1 /
- - ‘ I/ SERPINB6
SPATS2L

7~
“\L Prx
6 ’ £CDC50

"

PINB2

SERRLY

-

~_

© Viewers > (@ Legend > - 2 Analysis > BB Exports > &% Clusters > @ More @ Less

Basic Settings Network type:

. . . . - UPDATE
i full STRING network ( the edges indicate both functional and physical protein associations )

[— physical subnetwork (the edges indicate that the proteins are part of a physical complex )

meaning of network edges:

[— evidence (2 line color indicates the type of interaction evidence )
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Basic Settings Network type:

UPDATE

[i full STRING network ( the edges indicate both functional and physical protein associations )

[ ] physical subnetwork (the edges indicate that the proteins are part of a physical complex )

meaning of network edges:

[ ] evidence  ( €€ line color indicates the type of interaction evidence )

[m] confidence (2= line thickness indicates the strength of data support )

active interaction sources:
[v] Textmining [+] Experiments  [] Databases [+] Co-expression

[+] Neighborhood  [] Gene Fusion [v] Co-occurrence

minimum required interaction score:

-

[highest confidence (0.900) =

J

max number of interactors to show:

1st shell: | - none [/ query proteins only - ¥
2nd shell: | - none - 5
Advanced Settings network display mode:
[— static png ([ network is a simple bitmap image; not interactive )

[m] interactive svg ([z] network is a scalable vector graphic [SVG]; interactive )

network display options:
[7 disable structure previews inside network bubbles
[z hide disconnected nodes in the network
[__ show input protein names

[ ] hide protein names
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> @ Legend > - 2 Analysis > BB Exports > &% Clusters > @ More @

Basic Settings Network type:

[m] full STRING network ( the edges indicate both functional and physical protein associations )

[ physical subnetwork ( the edges indicate that the proteins are part of a physical complex )

meaning of network edges:

[ ] evidence (212 line color indicates the type of interaction evidence )

[m] confidence ( (2===42 line thickness indicates the strength of data support )

active interaction sources:
[v] Textmining [v| Experiments  [v/] Databases [v] Co-expression

[+] Neighborhood  [] Gene Fusion [v] Co-occurrence

minimum required interaction score:

highest confidence (0.900) =

max number of interactors to show:

1st shell: | - none [ query proteins only - ¥
2nd shell: | - none - -
Advanced Settings network display mode:
[ static png (4] network is a simple bitmap image; not interactive )

[m] interactive svg ([z4] network is a scalable vector graphic [SVG]; interactive )

network display options:
7 disable structure previews inside network bubbles
7 hide disconnected nodes in the network

| | show input protein names

[ ] hide protein names
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Basic Settings Network type:

[m] full STRING network ( the edges indicate both functional and physical protein associations )

[ physical subnetwork ( the edges indicate that the proteins are part of a physical complex )

meaning of network edges:

[ ] evidence (212 line color indicates the type of interaction evidence )

[m] confidence ( (2===42 line thickness indicates the strength of data support )

active interaction sources:
[v] Textmining [v| Experiments  [v/] Databases [v] Co-expression

[+] Neighborhood  [] Gene Fusion [v] Co-occurrence

minimum required interaction score:

highest confidence (0.900) =

max number of interactors to show:

1st shell: | - none [ query proteins only - ¥
2nd shell: | - none - -
Advanced Settings network display mode:
[ static png (4] network is a simple bitmap image; not interactive )

[m] interactive svg ([z4] network is a scalable vector graphic [SVG]; interactive )

network display options:

[v] disable structure previews inside network bubbles

[v] hide disconnected nodes in the network

| | show input protein names

[ ] hide protein names
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© Viewers > (@ Legend >  %* Settings > - BB Exports > &% Clusters > @ More @ Less

Network Stats

number of nodes: 915
number of edges: 2321
average node degree: 5.07
avg. local clustering coefficient: 0.46

expected number of edges: 1740
PPI enrichment p-value: < 1.0e-16
your network has significantly more interactions
than expected (what does that mean?)

Functional enrichments in your network
explain columns

> Biological Process (Gene Ontology)

GO-term description count in network  strength false discovery rate
G0:1905323 Telomerase holoenzyme complex assembly 3of4 1.21 0.0416
G0:0046967 Cytosol to endoplasmic reticulum transport 3of4 1.21 0.0416
G0:0035711 T-helper 1 cell activation 3of4 1.21 0.0416
G0:0019322 Pentose biosynthetic process 3of4 1.21 0.0416
G0:0009051 Pentose-phosphate shunt, oxidative branch 3of4 1.21 0.0416

(more ...)
> Molecular Function (Gene Ontology)

GO-term description count in network  , strength false discovery rate
G0:0015433 ATPase-coupled peptide antigen transmembrane transport... 30f3 1.33 0.0481
G0:0046977 TAP binding 4 0of 7 1.09 0.0353
G0:0016615 Malate dehydrogenase activity 40f8 1.03 0.0453
G0:0016668 Oxidoreductase activity, acting on a sulfur group of donors, ... 50f12 0.95 0.0256
G0:0043024 Ribosomal small subunit binding 6 of 15 0.93 0.0103

(more ...)
> Cellular Component (Gene Ontology)

GO-term description count in network  strength false discovery rate
G0:0042824 MHC class | peptide loading complex 50f7 1.18 0.0016
G0:0030122 AP-2 adaptor complex 50f 8 1.13 0.0025
G0:0005832 Chaperonin-containing t-complex 6 of 10 1.11 0.00072
G0:0005638 Lamin filament 30f5 1.11 0.0364
G0:0016600 Flotillin complex 40f8 1.03 0.0156

(more ...)



String : https://string-db.org/ %2 STRING

Statistical Data Analysis - Visualisation: Network & Pathway Analysis - Analysis

> KEGG Pathways
pathway description count in network  strength false discovery rate
hsa00920 Sulfur metabolism 40f10 0.93 0.0145
hsa03060 Protein export 8 of 23 0.87 0.00051
hsa03050 Proteasome 14 of 43 0.84 4.46e-06
hsa00051 Fructose and mannose metabolism 10 of 32 0.82 0.00019
hsa00020 Citrate cycle (TCA cycle) 9 0of 29 0.82 0.00040
(more ...)
> Reactome Pathways
pathway description count in network  strength false discovery rate
HSA-2408550  Metabolism of ingested H2Se04 and H2SeO3 into H2Se 40f4 1.33 0.0020
HSA-9686347  Microbial modulation of RIPK1-mediated regulated necrosis 3of4 1.21 0.0177
HSA-390450 Folding of actin by CCT/TriC 6 of 10 1.11 0.00042
HSA-77350 Beta oxidation of hexanoyl-CoA to butanoyl-CoA 3of5 1.11 0.0258
HSA-77348 Beta oxidation of octanoyl-CoA to hexanoyl-CoA 3of5 1.11 0.0258
(more ...)
> WikiPathways
pathway description count in network  strength false discovery rate
WP4629 Aerobic glycolysis 80f12 1.15 6.26e-05
WP4804 Cholesterol biosynthesis with skeletal dysplasias 40f7 1.09 0.0176
WP134 Pentose phosphate metabolism 40f7 1.09 0.0176
WP5049 Glycolysis in senescence 6 of 11 1.07 0.0021
WP2453 TCA cycle and deficiency of pyruvate dehydrogenase compl... 7 of 16 0.97 0.0017
(more ...)
> Disease-gene associations (DISEASES)
disease description count in network  strength false discovery rate
DOID:5212 Congenital disorder of glycosylation 12 of 58 0.65 0.0208
DOID:2978 Carbohydrate metabolic disorder 20 of 135 0.5 0.0096
DOID:700 Mitochondrial metabolism disease 23 0f 173 0.45 0.0102
DOID:655 Inherited metabolic disorder 76 of 726 0.35 1.02e-06
DOID:0014667 Disease of metabolism 91 of 997 0.29 7.48e-06
(more ...)
> Tissue expression (TISSUES)
tissue description count in network  strength false discovery rate
BT0:0003914 Interstitial cell of cajal 50f15 0.85 0.0239
BT0:0000772 Lymphoblast 73 of 235 0.82 5.42e-31
BTO:0001702  Left atrium 19 of 61 0.82 4.52e-08
BT0:0004238 Interstitial cell 18 of 64 0.78 4.24e-07
BT0:0000862 Heart ventricle 23 of 84 0.77 7.89e-09

(more ...)
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© Viewers > (@ Legend > ¥ Settings > _ &8 Exports >

Network Stats
number of nodes: 915 expected number of edges: 7748
number of edges: 11780 PPl enrichment p-value: < 1.0e-16
average node degree: 25.7 your network has significantly more interactions
avg. local clustering coefficient: 0.337 than expected (what does that mean?)

Functional enrichments in your network

explain columns

> Biological Process (Gene Ontology)

GO-term description count in network strength false discovery rate
G0:1905323 Telomerase holoenzyme complex assembly 3of4 1.21 0.0416 (&)
G0:0046967 Cytosol to endoplasmic reticulum transport 3of4 1.21 0.0416
G0:0035711 T-helper 1 cell activation 3of4 1.21 0.0416
G0:0019322 Pentose biosynthetic process 3of4 1.21 0.0416 &

G0:0009051 Pentose-phosphate shunt, oxidative branch 3of4 1.21 0.0416
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